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Occupancy

trnA
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Araneidae_Trichonephila clavata

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp
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A GT A A CT T A GT T T A - A T T A A T A A CCT T A A A T T GCA A GT T T A A T A A T CT - - - - - - T CT A A A GA A A T CA T T A

A GT A A CT T A GT T T A - A T T A A T A A CCT T A A A T T GCA A GT T T A A T A A T CT - - - - - - T CT A A A GA A A T CA T T A

A GT A A CT T A GT T T T - - A T A A A A A CT T T A A A T T GCA A A T T T A A GA A T CT - - - - - - T CT T A A GA A A T CA T T A

A GT A A CT T A GT T T - - - A T A A A A A CCT T A A A T T GCA A GT T T A A A A T T CT - - - - - - T CT T A A GA A A T CA T T A

A GT A A CT T A GT T T - - - A T T A A A A CCT T A A A T T GCA A GT T T A A A A T T CT - - - - - - T CT T A A GA A A T CA T T A

A GT A A CT T A GT T T - - - A T A A A A A CT T T A A A T T GCA A A T T T A A A A T T CT - - - - - - T CT T A A GA A A T CA T T A

A GT A A T GT A GT T T - - - A T A A A A A CGT T A A A T T GCA A GT T T A A A T T T CT - - - - - - A T T A A T GA A A T CA T T A

A GT A A T T T A GT T T - - - A T T A A A A CA T T A A A T T GCA A GT T T A A A T T T CT - - - - - - A T T T A T GA A A T CA T T A

A GT A A CT T A GT T T A - - A T A A A A A CCT T A A A T T GCA A A T T T A A T A T T A T - - - - - - A T T T T A GA A A T CA T T A

A GT A A A CT A GT T T A - - T A T A A A A CA T T A A A T T GCA A A T T T A T T A A T CA T - - - - - T A T T A A GA A A T CA T T A

A GT A A A T T A GT T T - - - - A A A A A A CA T T A A A T T GCA A A T T T A A A A A T CT - - - - - - T CT T T A GA A A T CA T A A

A GT A A T T T A GT T T - - - - A A A A A A CCT T A A A T T GCA A GT T T A A A A A T CT - - - - - - T CT T A A GA A A T CA T T A

A GT A A T T T A GT T T - - - A T A A A A A CCT T A A A T T GCA A GT T T A A T A A T CT - - - - - - T CT T A A GA A A T CA A T A

A GT A A T A T A GT T T - - - A T A A A A A T A T T A A A T T GCA A A T T T A A T GA T T - - - - - - - T CT T A A GA A A T CA T T A

A GT A A T T T A GT T T - - - A T A A A A A CCT T A A A T T GCA A A T T T A A A A A T CT - - - - - - T CT T A A GA A A T CA T T A

A GT A A T T T A GT T T A - - A A A A A A A CCT T A A A T T GCA A GT T T A A A A A T CT - - - - - - T CT T A A GA A A T CA T T A

A GT A A CT T A GT T T A - - A T T A A A A CT T T A A A T T GCA A GT T T A A T A T T C - - - - - - - T CT T A A GA A A T CA T T A

GT A CA A A T A GT T T A - - T T T A A A A CA T T A A A T T GCA A A T CT A A A A A - - - - - - - - - A A T A A T A A A A T CA T A A

A GCA A T T T A GT T T A - - - - A T A A A CA T T A A A T T GCA A A T T T A A A A T T CT - - - - - - A A T T A A A A A A T CA T T A

A T CA T CGCA GT A A A A GT A A T T A A CCCA GA A T T GCA A A T T CT GA A CT T CC - - - - - - T T CCCCT T CCCT T T T

A A T A A T A T A GT T T - - - A A CA A A A CT T CA A A CT GCA A GT T T GA A A A T C - - - - - - - A CT A A T A A A A T CT T A G

T A CT T GCT A GT T T A - - - - - A T A A CA T CA A A T T GCA A A T T T GA A CA A A T - - - - - - T T CT A T A A A A T CT T T G

T A CT A A CT A GT T T A - - - - - A T A A CA CCA A A T T GCA A A T T T GA A A A T A T - - - - - - T CT T A CT A A A T CT T A G

T A T T A T CT A GT T T A - T T - - - - A A CA T CA A A T T GCA A A CT T GA A T A A A C - - - - - - T CT GA A T A A A T CT A T T

T A CT CA T T A GT T T A - - - - - A T A A CA T CA A A CT GCA A GT T T GA A CA A A CT CT - - - - - - A CT T A A A T CT T T G

A CT A A T A T A A T T T A - - - - - A T A A T A T CA A A CT GCA A GT T T GA A T A T CC - - - - - - T CT A T T T A A A T CT T T G

A GT A A CT T A GT T T A - - CCT A A A A CA T T A A A T T GCA A A T T T A A T A A A CT C - - - - - A CT T A A GA A A T CA A T T

A T CT A A T T A GT T T A - T A T T A A A A CA A T A A A T T GCA A GT T T A A - - - - - - - - - - - - - - T T A A GA A A T CT T T T

GT A T A A T T A GT T T A - - T T T CA A A CA T T A A A T T GCA A GT T T A A - - - - - - - - - - - - - - CT A A GA A A T CT T T T

A GT A A T A T A GT T T A - - - - GA A A A T A T T GA GA T GCA A GCT CA A - - - - - - - - - - - - A GT T A T A A A A T CA T T T

A GT A A CT T A GT T T A - - A A T A A A A CA T T A A A CT GCA A GT T T A A A A T T - - - - - - - - A A T T T A T A A A T CA A T T

GA CT A T T T A GT T T A - - T A A A A A A T T A T A A T T T GCA A A A T T A T A GA A T T A - - - - A T GGT T T A A GA CT T A T A

A GCT A A T T A GT T T A - - A A T A A A A T A A T GA T T T GCA A A A T CT T A GA T T T T - - - - - T A GCT T A A GA T T GT T G

GA CT A T CT A GT T T A - T A A T A A A A T A A T A A T T T GCA A A A T T A T A GA A T T T - - - - A T A GT T T A A GA T T T A T A

A GT A A A A T A GT T T C - - - - - A A A A CA T T A A A T T GCA A A T T T A A A A T T A A GCA - - - A A CT A A T A A A T CA T A A

A A T CT A A A A GT T T - - - - - T A A A A CA T T A A A T T GCA A A T T T A A A - - - - - - - - - - - - - T T A A GA A A T A A CT A

A T T CT A A T A GT T T A - - - - - A A A A CA T T A A A T T GCA A A T T T A A A A T T A T A A - - - - A A T T A A GA A A T CA T T A

A T T CT A A T A GT T T - - - - - T A A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - A A T A A T GA T A CT A T T T

T A T CT A A T A GT T T - - - - - T A A A A CA T T A A A T T GCA A A T T T A A A A T CA T - - - - - - A A T T A A GA A A T CA T A A

T A T CT A T T A GT T T A - - - CT A A A A CA T T A A A T T GCA A A T T T A A T - - - - - - - - - - - - - - - - A A A A A T CA A A T

T A T CT A T T A GT T T A - - - - A T A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - - - T A A A A A T CA T A T

A T CGCA GT A GT T T A - - - T T A A A A CCA T GA A T T GCA A GT T CA A A CT T GT T - - - - - A CCCA CA A A A T CA T T A

A GT A A A T T A GT T T A - - - T T A A A A CA T T A A A T T GCA A A T T T A A A A T T - - - - - - - - A A T T A A T A A A T CA A CT

A GT A A A CT A GT T T A - - T A T A A A A CA T T A A A T T GCA A A T T T A T T A A T CA T - - - - - T A T T A A GA A A T CA T T A

CT CT A T A T A GT T T A - - - - T A A A A CA T T A A A T T GCA A A T T T A A A GA - - - - - - - - - A A T T A A GA A A T CA T T G

A T CT T A A T A GT T T A - - A T A A A A A CA T T A A A T T GCA A A T T T A A A A A T T - CT GT A CA A T A A T GA A A T CA T T G

A A T A A T T T A GT T T A - - - A A A T A A T A T T A A A CT GCA A GT T T A A A GA T - - - - - - - - A CT T A A A CA A T T A A T A

T T CCT A A T A GT - - - - - - - - A A A A CA T T GA T T T GCA A A A T CA A A A T A A A C - - - - - A A T CA A T T A A T CT A T T

T T CCT A A A A GT T T A - - - - - - - A A CT T T GA T T T GCA A A A T CA A A CA A CCT - - - - - A A CT A A T T A A T CT T A C

T A CT A T A A A GT T A C - - - - - A A CA CA T T GA A T T GCA A A T T CA A A CCT CC - - - - - - T CCCT A T CA A T CA T CG

T A CT A T A A A GT T A - - - - - CA A CA CA T T GA A T T GCA A A T T CA A A T CCCC - - - - - - T CCCT A T CA A T CA T CG

A T T CT A T A A GT T A - - - - T A A T A A CA T T A A A T T GCA A A T T T A A A A A CA T - - - - - - A A T T A T GA A A T CA T A A

T A T CT A T T A GT T A A - - - - - T A A A CA T T A A A T T GCA A A T T T A A A A A T A T A CT T - - A A T T A T A A A A T CA T T A

A A CT A A T T A GT T T A - - T A CA A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - CT T A T A A A T CA T T C

A CT CT CT T A GT T T - - - A T A A A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - T T T A T A A A T CT T T A

A A CT A A T T A GT T T A - - - - A A A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - CT A A T A A A T CA A A T

A CT CT CT T A GT T T A - - A A T A A A A CCT T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - CT T A A A A A T CA T T A

A T T CT A T T A GT T T A - - CT T A A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - CT T A T A A A T CA A T T

A CT CA A T T A GT T T A - - - - A A A A A CA T T A A A T T GCA A A T T T GA - - - - - - - - - - - - - - T T A A A A A A T CA T T A

A A T T CT A T A GT T T A A T T A T A A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - CT A A T A A A T CA T T T

A A T CT CT T A GT T T A - - CA T A A A A CA CT A A A T T GCA A A T T T A A - - - - - - - - - - - - - - CT T A T A A A T CA T A A

A CT A T A T T A GT T T A - - - A CA A A A CA T T A A A T T GCA A A T T T A A - - - - - - - - - - - - - - CT A A T A A A T CA A T A

T T CT A A T T A GT T T A - - - - T T A A A CA T T A A A T T GCA A A T T T A A A - - - - - - - - - - - - - T T A A T A A A T CA T T A

GCA GT A CT A A T T T - - - - A T A A A A T A CA A A A T T GCA A A T T T T GT A A A C - - - - - - CT CT A A A T - A A T CT A A A

CA GT A A T T A A T T T - - - - T CA A A A T A T A A GA CT GCA A A T CT T A CA T T C - - - - - - CT T A A T A T T A A T CT T T T
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A GT A A A T T A GT T T - - - A T T A A A A CA T T A A A T T GCA A A T T T A A A A T T - - - - - - - - T T T T A A GA A A T CA A T T
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A GT A A A T A A T T T - - - - A T T A A A A T GA A GT A T T GCA A A T A CT T A A A T T CC - - - - - A CT CA A A A A A T CA T A A

A A CT A A T T A GT T T A - - A T T A A A A CA A T A A A T T GCA A A T T T A T T A T T - - - - - - - - A A T T A A GA A A T CA T T A

A GT A A A A T A GT T T - - - - A CA A A A CA T T A A A T T GCA A A T T T A A T T A - - - - - - - - A T A T T A A GA A CA CCT A A

A GT A T A T T A GT T T - - A T A T A A A A CA T T A A A CT GCA A GT T T A A T A T T CA - - - - - T A A T T T T A A T CT A A A CA

A GT A A A T T A GT T T - - - - A T A A A A CCT T A A A T T GCA A A T T T A A A T T A T - - - - - - CA A CA A A T A A A T CA T T T

A GT A A A T T A GT T T - - - A T A A A A A CA A T A A A T T GCA A A T T T A T A A T T T - - - - - - T T A CA CT A A A A T CA A T C

A CA A A T A T A GT T T A - - A T A A A A A CA T T A A A T T GCA A A T T T A A A A T A CT - - - - - - A T T T A A A A A A T CA T T A
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Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides
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A GT A A T T T A GT T A A A T T A T A A T A T T A A T T T GT CA A GT T A A A GA T A A - GA A T A T T CCT C

A T A A A A T T A GT T T A T A A A A A A T A A T A A T T T GT CA A GT T A T A GA A A A - GA A T A T T CCT C

A A T A T A T T A GT T T A A T T A A A A T A T T A GT T T GT CA A GCT A A A GA T A GA A T A A A T T CCT C

GA A A A A A T A GT T T A T T A A A A A T A T T A GT T T GT CA A A T T A A T GA A A G - GA T GA T T CCT C

GA GA A A T T A GT T T - A T A A A A A T A T T A A T T T GT CA A A T T A A A GA A A G - GA GA A T T CCT C

GA GA A A T T A GT T T A A T A A A A A T A T T A GT T T GT CA A A T T A A A GA A A G - GA A A A T T CCT C

GA GA A A T T A GT T T A A T A A A A A T A T T A GT T T GT CA A A T T A A A GA A A G - GA A T A T T CCT C

A T A A A A T T A GT T T - A T A A A A A T A T T A GT T T GT CA A A T T A A A GA A A G - A GA A A T T CCT C

A CA A A A T T A GT T T - A T A A A A A T A T T A GT T T GT CA A A T T A A A GA A A G - A GA A A T T CCT C

A A T A A A T T A GT T CA T T T A A A A T T T T A GT T T GT CA A A CT A A A GA T A A A A GA A A T T CCT C

A A GA A A T T A GT T T - A T A A A A A T A T T A GT T T GT CA A A T T A A A GA A A A - GA A A A T T CCT C

A A T A A A A T A GT T T A T A A A A A A T T T T A GT T T GT CA A A CT A A A GA T A G - A A A A A T A CCT C

A A T A A A T T A GT T T - A T A A A A A T A T T A GT T T GT CA A GCT A A A GA A GA - - A A A A T T CCT C

A A T A A A T T A GT T T - A T A A A A A T A T T A GT T T GT CA GGCT A A A GA A GA - - A A GA T T CCT C

A A T A A A T T A GT T T - A T A A A A A T A T T A GT T T GT CA A A CT A A A GA T GA - A A A A A T T CCT C

A A T A T A T T A GT T T - A T A A A A A T A T T A GT T T GT CA GGCT A A A GA A GA - - A A A A T CCCT C

A GT A A A T T A GT T T A A T - A A A A T A T T A GT T T GT CA GGCT A A A GA A GA - - A A A A T T CCT C

T A T A A A T T A GT T T A A T A A A A A T A T T A GT T T GT CA A A CT A A T GA A GA - GA A T A T T CCT C

A T T T A A GT A GT T A A A T - A T A A T A T T A A T T T GT CA A A T T A A A GA T GA - - T T T A T T CCT C

A GA A A A GT A GT T A A A CT A T A A T A T T A A T T T GT CA A A T T A A A GA T A G - A GA A A T CCCT C

GGA T GA GA A GT T GA A T - - - A A T GT T A A T T T GT CA GGT T A A A GGT GG - - GA A A T T CCT C

A GT T A T A A A GT T - GT T - - T A A T A T A A GT T T GT CA GA T T T A A GA A GA A A A T T A T T CCT C

T GT T GT A A A GT T GA T T - - T A A T GT A A GT T T GT CA GGCT T A A GA A T A - GA A T A T T CCA C

CGT A T T T A GGT T - A T T - - T A A T A T A A GCT T GT CA GGT T T A A GA A GA - T T T A A T T CCT C

T GT A A T A A A GT T A T A A C - T A A T GT A A GT T T GT CA GGCT T A A GA A T A - GA T A A T T CCA C

T GT A A T A A GGT T - A T T - - T A A T GT A A GT T T GT CA GGCT T A A GA GT A - GA A T A T T CCA C

A GT A A T A CGGT T - - A T T GA GA CGT A A GT T T GT CA GGCT T GA A A A T A - GCT T A T A CCA C

A A A GA A GT A GT T A A A T A A T A A T A T T A GT T T GT CA GGCT A A A GT T A A - A GA GA T T CCT C

A T A A T A A T A GT T A A A T - - T A A T A T T A GT T T GT CA A GCT A A A GA T A G - GA T A A T T CCT C

A T A A T A A T A GT T A A A T - - T A A T A T T A GT T T GT CA A GCT A A A GA T A GGA CT A A T T CCT C

A A T GA A GT A GT T A A GT - - T A A T T CT A A T T T GT CA A GT T A GGGA T GA - T A GT A T T CCT C

A T A T A T A T A GT T A A A T - - T A A T A T T A A T T T GT CA A GT T A A A GA T A T - - A GA A T T CCCC

GA GA A A T T A GT T A A A A T A T A A CA T T A GA T T GT CA T T CT A A A A T T - - - T T T A T T T CT T C

GA GA A A T T A GT T A A A A A A T A A CA T T A GGT T GT CA T CCT A A A A T T - - - T A A A A T T T CT C

A A GA A A T T A GT T A A A A A A T A A CA T T A GA T T GT CA T T CT A A A A T T A A - - - - T A T T T CT T

A GT T A A T T A GT T - A A T A A T A A T A T T A A T T T GT CA A GT T A A A GT T GA - A A A T A T T CCT C

A T T T A A T T A GT T A A T T A A T A A T A T T A A T T T GT CA A GT T A A A GT T GA - A A T T A T A CCT C

A CT T A A T T A GT T - A A T A A T A A T A T T A A CT T GT CA A GT T A A A GT T A A - A T A A A T T CCT C

A CT A A A T T A GT T - A A T A A T A A T A T T A A T T T GT CA A GT T A A A GT T GA - A T T A A T T CCT C

A GT A A A T T A GT T - A A T A A T A A T A T T A A T T T GT CA A GT T A A A GT T A T - GAG A A T T CCT C

A GA A A T A T A GT T A A A T - - T A A T A T T A A T T T GT CA A A T T A A A GA T GG - A A A A A T T CCT C

A GA T A T A T A GT T A A GT - - T A A T A T T A A T T T GT CA A A T T A A A GA T GA - GT A T A T T CCGC

GA A A GA GA A GT T GA T T - - T A A T A T T A GT T T GT CA GA CT GA A GGT GG - - A A A A T A CCGC

A GA A A T A T A GT T T A A T - A A A A T A T T A GT T T GT CA A A T T A A A GA T GT - - A A GA T T CCT C

A T T A GT GT A GT T A A T T - T T A A T A T T A GT T T GT CA A A T T A A A GA A GG - GA T T A T A A T A A

A A T A GT T T A GT T - A A T A A T A A T A T T A A T T T GT CA A GT T A A A GT A A G - GA A A A T T CCT C

A GA A A T T T A GT T A A A T - A T A A T A T T A A T T T GT CA A A T T A A A GT GGA - GA A GA T T CCT C

T GA A A T A T A GT T A A GT - - T A A T A T T A A T T T GT CA A A T T A A A GA T GA T A A A A A T T CCT C

A GGT T T A T A GT T T A T A - - A A A T A T T A A T T T GT CA GGT T A A A GA T GT - CA A T A T T CCT C

A T GGGGGT A GT T T A T A - - A A A T GT T A A T T T GT CA GA T T A A A GA GGG - T GA T A T T CCA C

A GGGGGGA A GT T T A T - - - A A A T A T T A A T T T GT CA GA T T A A A GA A GC - T A GGA T T CCGC

A GGGGGGA A GT T T A T - - - A A A T A T T A A T T T GT CA GA T T A A A GA A GC - T A A GA T T CCGC

A GA A A T A T A GT T A A A T A A T A A T A T T A A T T T GT CA A A T T A A A GA T A A - GT A A A T T CCT C

A A T A A T T T A GT T A A A A A A T A A T A T T A A T T T GT CA A A T T A A A GT T GT - A GT T A T T CCT C

A A GA A A GT A GT T A A A T - - T A A T A T T A A T T T GT CA A A T T A A A GT T GT - A A T T A T T CCT C

A GA A A T A T A GT T A A A T - - T A A T A T T A A T T T GT CA A A T T A A A GA T GA - A T T A A T T CCT C

A T A T A T GT A GT T A A A T - - T A A T A T T A A T T T GT CA A A T T A A A GA T GGA A A A A A T T CCT C

GA A A A T GT A GT T A A A T - - T A A T A T T A A T T T GT CA A A T T A A A GA T GA - T T A T A T T CCT C

A A GA A T GT A GT T A A GT - - T A A T A T T A A T T T GT CA A GT T A A A GA CGG - A T A T A T T CCT C

GA GA A T GT A GT T A A GT - - T A A T A T T A A T T T GT CA A GT T A A A GA T GA A A T A A A T T CCA C

A GA A A T GT A GT T A A A T - - T A A T A T T A A T T T GT CA A GT T A A A GA T GA - A A A T A T T CCT C

A T A GA GGT A GT T A A GT - - T A A T A T T A A T T T GT CA A A T T A A A GA T GA - A T A A A T T CCT C

A GA A A T GT A GT T A A GT - - T A A T A T T A A T T T GT CA A A T T A A A GA T GA - A A T A A T A CCT C

A GT A A T GT A GT T A A GT - - T A A T A T T A A T T T GT CA A GT T A A A GA T GA - T T T T A T A CCT C

GGT GA GT A A GT T T T A T - - - A A T A T T A A T T T GT CA GA T T A A A GA GA G - GCT GA T T CCA C

T A A T A A T A A GT T T T A T - - - A A T A T T A GT A T GT CA T A CT A A A GA GGT - GA A T A T CCCT C

A GT A GA A T A GT T A A A T - - T A A T A T T A A T T T GT CA A GT T A A A GA T GA - GA A A A T T CCT C

A GA A A T A T A GT T A A A T - - T A A T A T T A A T T T GT CA A GT T A A A GA T GA - A T A T A T T CCT C

GT T A T T A T A GT T A A GT - - T A A T A T T A GT T T GT CA A GCT A A A GA T GA - A A A A A T T CCT C

GT A A A T A T A GT T A A GT - - T A A T A T T A GT T T GT CA A GCT A A A GA T GA - A T A A A T T CCT C

A GA A GGGA A GT T GA A T - - - A A T A T T A GCT T GT CA GGT T A A A GGA T G - - A A A A T GCCT C

A T A T A A GT A GT T A A A T - - T A A T A T T A A T T T GT CA GGT T A A A GA T GA A A A A T A T T CCT C

A A GA A T T T A GT T - A A T - A T A A T A T T A A T T T GT CA A A T T A A A GT A GA - T A T A A T T CCT C

A GA A A T T T A GT T A A A A - - T A A T A T T A A T T T GT CA A A T T A A A GT A GA - T T T T A T T CCT C

A GA A A T T T A GT T - A A T - A T A A T A T T A GT T T GT CA GA CT A A A GT A GGGT T A T A T T CCT C

A GA A T T T T A GT T - A A T - A T A A T A T T A A T T T GT CA A A T T A A A GT A GG - T A A T A T T CCT C

GT A T A T T T A GT T A A A T - - T A A T GT T A A T T T GT CA GGT T A A A GA T GT GA T GT A T A CCT C

Consensus

Occupancy

AGA A A A T T AG T T A A A T A A T A A T A T T A A T T TG T CA A A T T A A AG A TG A A A A A A A T T CCT C

trnD
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Araneidae_Trichonephila clavata

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm DHU arm Anticodon arm  TψC arm AA arm



 TψC arm

GA T A A T T T A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GGA A A T G - - - - - - - - - - T T A T T GT A T CT

GA T T T T A T A GT GA A A - - T T CA CA T CA T T A T T T CA T GA T GA T A A T G - - - - - - - - - - T T A A GA CT T CT

GA T T A A T T GGT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A GA T G - - - - - - - - - - T T T A GT CT T CT

GA A T T A GT A GT GA A A - - T T CA CT T CA T T A T T T CA T GA T GA CA A T A - - - - - - - - - - T T T A GT CCT CT

GA T T T A GT A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A GA T A - - - - - - - - - - T T T A GA CCT CT

GGT T A A GT A GT GA A G - - T T CA CGT CA T T A T T T CA T GA T GA A GA T A - - - - - - - - - - T T T A GA CCT CT

GA T T T A GT A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A A A T A - - - - - - - - - - T T T A GA CT T CT

GA T T A T GT A GT GA A G - - T T CA CGT CA T T A T T T CA T GA T GA A T A T A - - - - - - - - - - T T T A GT CT T CT

GA T T T A GT A GT GA A G - - T T CA CA T CA T T A T T T CA T GA T GA A T A T A - - - - - - - - - - T T T A GA CT T CT

GA T T T A A T A GT GA A G - - T T CA CGT CA T T A T T T CA T A A T GA A A A T A - - - - - - - T T T T T T A GA CT T CT

GGA A T A GT A GT GA A G - - T T CA CA T CA T T A T T T CA T GA T GA A A A T T - - - - - - - T T T T T T A GA CCT CT

GT T T A T T T A GT GA A G - - T T CA CA T CA T T A T T T CA T GA T GA A A A T A - - - - - - - - - - T T T A GA CT T CT

GA T T T A T T A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A GA T G - - - - - - - - - - T T T A GA CCT CT

GA T T A GT T A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - - - - - T T T A GA CCT CT

GA T T A A T T A GT GA A A - - T T CA CA T CA T T A T T T CA T GA T GA A A A T A - - - - - - - - - - T T T A GA CCT CT

GA T T A T T T A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - - - - - T T T A GA CCT CT

GA T T A A T T A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - - - - - T T T A GA CCT CT

GA T T T A GT A GT GA A T - - T T CA CA T CA T T A T T T CA T GA T GA A A A T A - - - - - - - - - - T T A A GA CT T CT

A A T A A T A T A GT GT T A - - - T CA CA T T A CT A T T T CA A T GT A A A GA T G - - - - - - - - - - T A T T CCT T T T T

GA T A A A GT A GT GA A A - - T T CA CGT CA T T A T T T CA T GA T GA A T A T G - - - - - - - - - - T T T A GT CT T CT

GT A GT A GA GGT GGGA - - - T CA CGT CA T T GT T T CA GGA T GA A GA GG - - - - - - - - - - T A A GGA T A T T T

GA T A A T T T A GT A - - - - T GT T A CA T CA T T T T T T CA T A A T GGA A A T G - - - - - GA T T T A T T T A T CT T CA

GT A A A T T T A GT A - - - - T T A T A T GT CA T T T T T T CA GA GT GA A GA GG - - - - - - - T A A T T T T A T CT T CA

CT A A A T T T A GT A T T T - - - T T A CGT CA T T T T T T CA T GA T GA A A GGGT GT A CGA T A A T T T T A T CT T CA

A T CT A T T A A GT A T A T - - - T T A CGT CA T T T T T T CA T GA T GGA GA GG - - - - - - - T GT T T T T A T CT T CA

GT A A T T T T A GT A - - - - T T A T A CGT CA T T T T T T CA GA GT GGA GA GGT GG - - - - - - - T T T T A T CT T CA

CT A A A T T A A GT A T A A - - - A T A CA T CA T T T T T T CA T GA T GA A GA GG - - - - - - - T A T T T T T A T CT T CA

GA T A T A GT A GT GA A GT T T T CA CGT CA T T A T T T CA T GA T GA A GA T G - - - - - - - - - - - - T A GA CCT T T

A T A A A T T T A GT GA A T - - T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - - - T A A T T A GT CT T CT

A T A A A T T T A GT GA A T - - T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - - - T A T T T A GT CCT CT

GGT A T T T A A GT T T - - - - T A A A CA T CA T T A T T T CA A A A T GA A GA A G - - - - - - GT CT T T T T A T CT T CA

A T T T A T A T A GT GA A G - - T T CA CCT CA T T A T T T CA T GA T GA A A A T A - - - - - - - A T A A A T A GA T T T A T

GT T T T T GT A GT GT A A - T T A CA CA T GT T CCT T T CA T GA A CA A A A T A - - - - - - - - - - - - - GA A T T T CT

GT T T T T GT GGT GT A C - - A A CA CA T GT T CT T T T CA T GA A CA A GA T - - - - - - - - - - - - - - A GA CT T CT

GT T T T T GT A GT GT A A - - A A CA CA T A T CCCT T T CA T GGA T A A A A T A - - - - - - - - - - - - - GA A T T T CT

GA T A A T T T A GT GA A G - - T T CA CA T CA T T A T T T CA T GA T GA A GA T A - - - - - - - - - T A T T A GT T CT CT

GA A T T T T T A GT GA A G - - T T CA CA T CA T T A T T T CA T GA T GA A GA T G - - - - - - - - - T T T T A GT T T T CT

GA T A A T T T A GT GA A G - - T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - - - - - A A T A GT T CT CT

GA T T T T T T A GT GA A G - - T T CA CGT CA T T A T T T CA T GA T GA A T A T A - - - - - - - - - - - - T A GA CCT A T

GA T A A T A T A GT GA A G - - T T CA CGT CA T T A T T T CA T GA T GGA GA T G - - - - - - - - - - T A T A GT T T T CT

A T T A A T A T A GT GT A A - - A T CA CA T CA T T A T T T CA T GA T GA A A A T G - - - - - - - - - - - - T A GT T T T CT

A A T A T A GT A GT GT A A - - - T CA CA T CA T T A T T T CA T GA T GA A A A T G - - - - - - - - - - - - T A T T CCT T T

GA T T A A GA A GT GGA G - - - T CA CA T CA T T GT T T CA T GA T GA T A A T G - - - - - - - - - - T CT A GA T CT T T

GA T T A T A T A GT GA A A - - T T CA CA T CA T T A T T T CA T GA T GA A A A T A - - - - - - - - - - T T T A GT CT T CT

GA T T T GA T GGT GA A A - T T T CA CGT CA T T GT T T CA T GA T GGA GA T G - - - - - - - - - - T T A A GA T CCT C

GA T T A A GA A GT T T T A - - - T A A CGT CA T T GT T T CA T GA T GGA GA T G - - - - - - - - - T GT T A GT CCT CT

GT T GA A GA A GT GT T A - - - T CA CGT CA T T GT T T CA T GA T GA A GA T G - - - - - - - - - A A T T A GT CCT CT

GT A A A A T T A GT GA A A - T A T CA CGT CA T T A T T T CA A A A T GA A A T T G - - - - - - - - - A T T T A GT CT T A T

GA GT GT T A GGT GA A T T A A T CA CGT T A GT T T T T CGT A T T A A A GGT G - - - - - - GGA - T T T GT T T T T A T

GT T GT GA A A GT GGT T GT T T CA CGT T A A T T T T T CA T A T T GA A GA T G - - - - - - - A GA T T T A T T T T T A T

GA T T T A T GGGT GGGT - - - T CA CGT CA T T T T T T CA T A A T GA A GGA GG - - - - - - - - - T CT A T T T A T T T

GGT T T A T GGGT GGGT - - - T CA CGT CA T T T T T T CA T A A T GA A GGA G - - - - - - - - - GT CT A T T T A T T T

A T T A T A T T A GT GT A G - - A T CA CA T CA T T A T T T CA T GA T GA A A A CG - - - - - - - - T A T T T A GT T CT CT

GA A T A T T T A GT GA A G - A T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - T T T T T T T A GT T T T CT

GA T T A T A T A GT GA - - - - T T CA CA T T A T T A T T T CA T GA T A A A GA T - - - - - - - - - - - - CT A GT CT T CA

GA A A A T GT A GT GA A G - - T T CA CA T T A T T A T T T CA T GA T A A A A A T G - - - - - - - - - - - A T A GA T A A A T

A A T A A A GT A GT GA A G - - T T CA CCCT A T T A T T T CA T GA T A GA A A T G - - - - - - - - - - - - T A GT CCT CT

A A T T T T A T A GT GA A G - - T T CA CA T T A T T A T T T CA T GA T A A A GA T T - - - - - - - - - GGT T A GT CT T CT

GGA A T A A T A GT GA A A - - T T CA CGT T A T T A T T T CA T GA T A A A A A T G - - - - - - - - - GA T T A GT T CT CT

GGA GA GA T A GT GA A G - - T T CA CGT T A T T A T T T CA T GA T A A A A A T G - - - - - - - - - A GT T A GT CCT CT

GA T T A A GT A GT GA A A - - T T CA CA CT A T T A T T T CA T GA T A GA A A T G - - - - - - - - - - - - T A GT CCT T T

GA A T GA GT A GT GA A A - - T T CA CGT T A T T A T T T CA T GA T A A A A A T G - - - - - - - - - GGT T A GT CCT CT

GGA A T A A T A GT GA A A - - T T CA CA T T A T T A T T T CA T GA T A A A A A T G - - - - - - - - - - GT T A GT CCT CT

A T A A A A GT A GT GA A T - - A T CA CA T CA T T A T T T CA T A A T GA A A A T G - - - A A A GGT T T T T A GT CT T CT

GT A A A GGGT GT GA GG - - - GCA CGT CA CT T T T T CGT A GT GA A GGA G - - - - - - A T CT T T T T A A T T T CA

GT T T A T A A A GT A - - - - T T T T A CA T CA T CT T T T CA T GGT GA A GGA T T - - - - - - - CT T T T T A T T T T CA

GA T A A A T T A GT GA A G - - T T CA CGT CA T T A T T T CA T GA T GGA GA T G - - - - - - - - - T T T T A GT CT T CT

A T T T A A A T A GT GA A T - - T T CA CGT CA T T A T T T CA T GA T GA A A A T G - - - - - - - - - - T T T A GT CT T CT

GA T T T T T T A GT GA A G - - T T CA CGT CA T T A T T T CA T GA T GA A T A T A - - - - - - - - - - - - T A GA CCT A T

GA T T A T T T A GT GA A A - - T T CA CA T T A T T A T T T CA T GA T A A A A A T A - - - - - - - - - - - T T A GA CCT A T

GA GA T T GA A GT A GA A - - - - T A CGT CA T T T T T T CGT A A T GA A GGT G - - - - - - - - - - GA T A GA A T T T C

GA T A T A T T A GT GA A A - - T T CA T A T CA T T A T T T CA T GA T GA A GA T C - - - - - - - - T A GT T A A A A T A T T

GA T A A T T T A GT GA A G - - T T CA CA T T A CT A T T T CA T GGT A A A GA T G - - - - - - - - T A T T T A GT CT T CT

GA T T A T A T A GT GA A T - - T T CA CGT T A T T A T T T CA T GA T A A A A A T G - - - - - - - - T T T T T A GT CT T CT

GA A A A T T T A GT GA A T - - T T CA CGT T A CT A T T T CA T A GT A A A A A T G - - - - - - - - - - T T T A GT CT T CT

GA T A A T A T A GT GA A G - - T T CA CT T T A CCA T T T CA T GGT A A A A A T G - - - - - - - - - T A T T A GT CT T CT

GT T T A A GT A GT GA A A - - T T CA CA T CA CT A T T T CA T A GT GA T A A T G - - - - - - - - - - T T T A GT CT T CT

G A T T A T T T AGT GA A A T T T T CA CGT CA T T A T T T CA TG A TG A A A A TG TG + A + G + T T T T T T AGT CT T CT
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A T CT T T A T A GCT T A T A - - - T A GA GCA A T T T A CT GA A GA T A A A A - A GGA CT - A A A T CA T T

A T T T T T A T A GCT T A T A A - - - A GA GCA CT T T A CT GA A GA T A A A G - A A GT CT - T A A CA T T A

A A T A T T A T A GCT T A T T - - - T A GA GCA CT T T A CT GA A GA T A A A G - A A GA CT - A A A CA T CT

T T T T T T T T A GCT T A T A A - - - A GA GT GCT T T A CT GA A GA T A A A G - A GGA CT - A A A T A T TG

A A CT T T T T A GCT T A CT T - - A A GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A T A T CT

A A CT T T A T A GCT T A T CT - CA A GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A T A T CT

A A CT T T GT A GCT T A T T T - T A A GA GCA CT T T A CT GA A GA T A A A G - A A GT CT - A A A T A T T T

A A CT T T T T A GCT T A T A A - - - A GA GCA CT CT A CT GA A GA T A A A G - A A GA CT - A A A T A T A T

A A T T T T T T A GCT T A A A - - - T A GA GCA CT T T A CT GA A GA T A A A G - A A GT CT - A A A T A T A T

A T A T T T A T A GCT T A CT A - - CA GA GCGCT T T A CT GA A GA T A A A G - A A GT CT - A A A A A A T A

A A T CT T T T A GCT T A T A A - T GA GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A A A A A A

GT T T A T A T A GCT T A CA A - - - A GA GCA CT T T A CT GA A GA T A A A G - A A GT CT - A A A T A T T T

A T T CT CT T A GCT T A T A - - - - A GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A CA T CT

A A T CT A T T A GCT T A T T - - - - A GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A CA T T T

A A T T T A T T A GCT T A T T - - - - A GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A T A T T T

A CT T T A T T A GCT T A T T - - - - A GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A CA T T T

A CT T T A T T A GCT T A T T - - - - A GA GCA CT T T A CT GA A GA T A A A G - A GGT CT - A A A CA T T T

A T T T T T A T A GCT T A T T A - - T A GA GCGCT T T A CT GA A GA T A A A G - A A GT CT - T A A T A T T T

A T CT T T A T A GCT T A T A C - - A A GA GCA T T T T A CT GA A GA T A A A A - A GGA A T - A CA T CT T T

A T CT T T GT A GCT T A A A - - - T A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A A CA T A T

A CCT CT A T A GCT T A A C - - - T A A A GCA T T T T A T T GA A GA T A A A A - A T A T C - - CT T A CCT C

T A CT GT T T A GCT T A A A T - T A A A A GCA CT T T A T T GA A GA T A A A T - A A A T CCA T T T CCA T T

A A A T A T A T A GCT T A T A C - T T A A A GCA CT T T A T T GA A GA T A A A A - - T T A CC - T CT T CA CT

T GT A A T A T A GCT T A A CA - - - A A A GCA CT T T A T T GA A GA T A A A A - T T A T - - - CGT A CA CC

A CCT GT T T A GCT T A A T A - T T A A A GCA T T T T A T T GA A GA T A A A A - A CA CC - - T CT CCA T C

A T A CA T A T A GCT T A T A CCT T A A A GCA T T T T A T T GA A GA T A A A A - - CCA CC - T CT CCA CT

A CA A A T A T A GCT T A CT T - - T A A A GCA T T T T A T T GA A GA T A A A A - A T A CC - - T CT T CA T C

A T CT T T A T A GCT T A T T C - A T A GA GCA T T T T A CT GA A GA T A A A A - A GGT CT - A CA T CT T C

A T CT T T GT A GCT T A T A - - - T A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A T T A CA T

A T CT T T GT A GCT T A CT T - A T A GA GCA A T T T A CT GA A GA T A A A G - A GGA CT - A A A T A CA T

T T T A T A A T A A CA GCT A - - - CA CA GCA T T T T A T T GA A GA T A A A A - A GA CCT - T CT T CA T T

A T T T A T A T A GCT T A T T - - - T A GA GCA A T T T A T T GA A GA T A A A G - A GGA CT - A A CA A T T T

T CT CA T T T A GCT T A A GA - - - A GA GCA T CT T A T T GA A GA T A A GA - A GGT A T T T T T GA GA A

T CT CA A A T A GT T T A T - - - - T A GA A CA T T T T A T T GA A GA T A A A A - A GGT A T T T T T GA GA A

T CT CA T T T A GCT T A A A - - - T A GA GT GT CT T A T T GA A GA T A A GA - A GGT A T T T T T GA GA A

A A T A A A T T A GCT T A A T T T A CA A A GCA CT T T A CT GA A GA T A A A G - A GA A CT - A A T A T A T C

A A T A A T T T A GCT T A A T A - - T A A A GCA CT T T A CT GA A GA T A A A G - A A A A CT - A A A A CA T C

A T T CT T T T A GCT T A A A C - - T A A A GCA CT T T A CT GA A GA T A A A G - A GA A CT - A T T CA T T T

A A T T T A A T A GCT T A A A A - - - A GA GCA A T T T A T T GA A GA T A A A T - A GGT CT - A T A T A T T C

A T T T A T A T A GT T T A T C - - - T A A A A CA CT T T A CT GA A GA T A A A G - A A A A CT - A T A CA T CT

A T T T A T A T A GCT T A T T A - A T A A A GCA A T T T A T T GA A GA T A A A G - A A A A CT - A CA T T T T C

A T T A A T A T A GCT T A T A - - - T A GA GCA A T T T A T T GA A GA T A A A A - A GGA A T - A CA T T T T C

A CA A CA GA A GCT T CCCA CT T T A A GCA GT T T A T T GA A GA T A A A A - A GA T CT - A GA CA T T A

A GT T T A T T A GCT T A T A A - - - A GA GCA CT T T A CT GA A GA T A A A G - A A GA CT - A A A T A T T T

T A T A A A GT A GCT CA T A A - - T A GA GCA A T T T A CT GA A GA T A A A G - A GGA T C - T T A A CA T C

A T T T A A T T A GCT GA T T C - T CA A A GCA CT T T A CT GA A GA T A A A G - A GGA CT - A A CA CA T C

A A T T A T T T A GCT T A A A T T A A T GA GCA CT T T A CT GA A GA T A A A G - A GGA CT - A A T T CA T C

A T CT T T T T A GCT T A T A - - - T A GA GCA A T T T A CT GA A GA T A A A T - A A GA CT - A A A T CA A T

A T CCT A A T A A CT T A T A A - - - A A A GT A T T T T A T T GA A A A T A A A A - A CA A A T CCCA CCT T T

A T CCT A A T A A CT T A T A A - T A A A A GT A T T T T A T T GA A A A T A A A A - A T A A A T CT CA T CT T C

A T CCT A A T A GCT CA A CT - A CA A A GCA A T T T A T T GA A A A T A A A T - A GA - - - - CCT CCT T C

A T CCT A A T A GCT CA A CT - A CA A A GCA A T T T A T T GA A A A T A A A T - A GA - - - - CCT CCT T C

A A T CT T T T A GCT T A T T T - - T A A A GT A CT T T A CT GA A GA T A A A G - A GA A CT - A A A T A CGT

A A T CT T T T A GCT T A T A T A T A A T A GCA CT T T A CT GA A GA T A A A G - A A A A CT - A A A A A A A C

A A T T A T A T A GCT T A T A - - - T A GA GCGA T T T A CT GA A GA T A A A T GA A GA CT - A GA T CT T T

A A T T A T A T A GCT T A A T T A T T A A A GCA A T T T A T T GA A GA T A A A T - T T A T CT - A T CA T T T T

A A T T A T A T A GCT T A T T - - - T A GA GCA A T T T A CT GA A GA T A A A G - A GGA CT - A CA T T T CT

A T A T A T T T A GCT T A T A - - - T A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A CCA A T C

A A T T A T A T A GCT T A T T T - T T A A A GCA A T T T A CT GA A GA T A A A G - A GA A CT - A A T CCA T T

A T T T A T A T A GCT T A T A T - - T A GA GCGA T T T A CT GA A GA T A A A G - A GGA CT - A A CT CA T T

A T A T A T A T A GCT T A T A A - A T A GA GCA A T T T A T T GA A GA T A A A A - A GGA CT - A CA T T T CT

A T T T A T A T A GCT T A T CC - - T A GA GCA A T T T A CT GA A GA T A A A G - A GGA CT - A A CCCA T T

A T A T A T T T A GCT T A T A - - - T A GA GCA A T T T A CT GA A GA T A A A G - A GGA CT - A A CCA T T T

A A T CT T GT A GCT T A T A T - A T A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A A A A CCT

CA T T A T A A A GCT T A CC - - A A CA A GCA T T T T A CT GA A A T T A A A A - A GA T CT - CCT T CA CT

T T A T A CA T A GCT T A CT - - - - A A A GCA A T T T A T T GA A A A T A A A A - A GA A T - - CCT T CA CC

A T CT T T GT A GCT T A T A - - - T A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A A A CA T C

A T T T A T A T A GCT T A T A C - - A A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A A CA T T T

A A T T T A A T A GCT T A A A A - - - A GA GCA A T T T A T T GA A GA T A A A T - A GGT CT - A T A T A T T C

A A T T T A T T A GCT T A A CA - - - A GA GCA A T T T A T T GA A GA T A A A T - A GGT CT - A A T A T T T T

T T CT A A GT A GCT T A A A - - - T A A A GCA A T T T A CT GA A GA T A A A G - A A A T T CT A T CCA CCT

A T T T A T GT A GCT T A T A - - - T A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A A T A T T T

A T CT T CT T A GCT T A T A - - - T A GA GCGCT T T A CT GA A A A T A A A G - A A GA CT - A A A T A CA T

A T CT T A T T A GCT T A T T T A T T A GA GCA CT T T A CT GA A A A T A A A G - A A GA CT - A A A A A CA T

A T CT T T T T A GCT T A T C - - - T A GA GCGCT T T A CT GA A A A T A A A G - A A GA CT - A A A CA T T T

A T CT T T T T A GCT T A A A T - - A A GA GCGCT T T A CT GA A A A T A A A G - A A GA CT - A A T A CA T T

A T CT T T GT A GCT T A T A A - - - A GA GCA A T T T A CT GA A GA T A A A G - A A GA CT - A A A CA T T A
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A T T T T T A T AGCT T A T A A A T T AG AGCA CT T T A CT GA AG A T A A AGGAGGA CT T A A A T A T T T
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A GT A T A T T A GT A T A T T A GT A CA T T T GA T T T CCA A T T A A A T A GA - - - GGA - - A A A A T A T T

A A T T A T GT A A T A T A T A A GT A T A T T T GA T T T CCA A T CA A A A A GA - - - GA T - - T T A A T T T A

GA T A T T GT CGT A T A T T A GT A CA T T T GA CT T CCA A T CA A A T A GT - - - A A A - - A A T A T T T A

A GA T A T A T A GT A T A T T A GT A CA T T T GA T T T CCA A T T A A A T GGA - - - A T G - - A A A A T T T A

A A T A A T A T A GT A T A T CA GT A CA T T T GA T T T CCA A T CA A A T A GA A A A GA A T A A A A A T T T A

A A T A A T A T A GT A T A T A A GT A CA T T T GA T T T CCA A T CA A GA GGA - - - A A GA - A A A A T T T A

A GT A A T A T A GT A T A T T A GT A CA T T T GA T T T CCA A T CA A A T GGA - - - A A G - - A A A A T T T T

A A T A T T A T A GT A T A T A A GT A CA T T T GA T T T CCA A T T A A A T A GA - - - A GA - - A A T A T A T A

GA T T T T A T A GT A T A T T A GT A CA T T T GA T T T CCA A T T A A A A A GA - - - GA A - - A A T A T GT A

GT A A A T T T A GT A T A T A A GT A T A T CT GA T T T CCA A T CA A A T GGT - - - A A GA A A T T A T T T A

A A CT A T A T A GT A T A T T A GT A CA T T T GA T T T CCA A T T A A A A A GA - - - A GA - - A A A A T T T A

A A T T A T A T A GT A T T - A A GT A CA T T T GA T T T CCA A T CA A A A GGA - - - GA G - - A T T A T T T T

A A T A A T GT A GT A T A T T A GT A T GT T T GA T T T CCA A T CA A A CGGT - - - GA A A - A A A A T T T A

A A T A A T A T A GT A T A T T A GT A T A T T T GA T T T CCA A T CA A A T GGT - - - GA A A - A A A A T T T A

A A T T A T CT A GT A T A T T A GT A T A T T T GA T T T CCA A T CA A A T GGT - - - A A - - - A A A A T T T A

A A T A A T GT A GT A T A T T A GT A T A T T T GA T T T CCA A T CA A A T GGT - - - A A - - - A A A A T T T A

A A A T A A GT A GT A T A T A A GT A T A T T T GA T T T CCA A T CA A A T GGT - - - A A - - - GA A A T T T A

A A T A T A T T A GT A T A A T A GT A CA A T T GA T T T CCA A T CA A A T GGA - - - GG - - - A A A A T T T T

T A T A A T A T A GT A T A - T A GT A CA T T T A A T T T CCA A T T A A A A GGA - - - GA - - - A A A A T T A T

GT T T A T A A A GT A T A - T T GT A CGT T T A A T T T CCA A T T A A A GGGT - - - GA A - - A T T A T T GT

GA A GA GGA A GT A CA - T A GT A T T GCT GA T T T CCA A T T A GT A GGA - - - GA G - - A A A T T A T G

A T T A A T T T A GT A - - - A T T T A CA T CT A A T T T CCA A T T A GA T A A A - - - GA G - - T T T A T T T T

T A CA A T A T A GT A A G - T T A T A CA T T T GA T T T CCA A T CA A A GA A A - - - GA G - - GT GT T A T T

A A T T GT T T A GT A T - - - A T T A CA T T T GA T T T CCA A T CA A A A GT A - - - GA A - - A GGCT GT A

A A T GA T A A A GT A T - - - A A T A CT T CT GA T T T CCA A T CA GA A A T A - - - GA G - - T T A A T A T A

T CA T A T T A A GT A T T - T T A T A CT T T T A A T T T CCA A T T A A A A GA A - - - GA GT - T T CA T T T A

T A T T A T A A A GT A T - - - T T T A CA T CT A A T T T CCA A T T A GA T A A A - - - GA T - - T A T A T A T A

A T T A A T GT A GT A T A - T A GT A T A T T T GA T T T CCA A T CA A A A GGA - - - GA A G - A GA A T A T T

A GA A T A A T A GT A T A - A A GT A CA T T T GA T T T CCA A T T A A A A GGT - - - GA A - - A GT A T T A T

A GA A T A T T A GT A T A - A A GT A CGT T T A A T T T CCA A T T A A A A A GT - - - GA A - - A T T A T A T T

A A T T T A T A A GT T T T - - - - T A CGT T T A A T T T CCA A T T A A A A T A A - - - GA T A - A A A A T T T A

A T T T A T A T A GT A T A - A A GT A CA T T T A A T T T CCA A T T A A A A A GT - - - A A - - - T A A A T T T T

A T CT T T T T A GT A T T CA T GT A CA T T T GA CT T CCA A T CA A A A A GT - - - A A A - - T A A A GA T A

T CCT T T T T A GT A T A - A A GT A CA T T T GA CT T CCA A T CA A A A A GT - - - A A C - - A A A A GGA A

A T CT T T T T A GT A T A - A T GT A CA T T T GA T T T CCA A T CA A A A A GT - - - A A A - - T A A A GA T A

GT T A T A T A A GT A T A - T A GT A T GT T T A A T T T CCA A T T A A A A GGA - - - GGA - - T A GA T T A T

T A T A T A T T A A T A T A T A A GT A T A T T T A A T T T CCA A T T A A A A A GA - - - GA T - - A T T A T A A T

A GT A T A T A A GT A T T A T A GT A T A T T T A A T T T CCA A T T A A A A GGA - - - GA A - - T GA A T T A T

GA T A T A T T A GT A T T A T A GT A T GT T T A A T T T CCA A T T A A A A GGA - - - GA A - - T T T A T T A T

A A T A T A T A A GT A T A - T T GT A CA T T T A A T T T CCA A T T A A A A A GA - - - A CT - - A A T A T T A G

A A T T A A GA A GT A T T - A T GT A CA T T T A A T T T CCA A T T A A A A A GT - - CT A A A A A T T A T T T A

A CGA A T A A GGT A A - - T T T T A CGGT T GA T T T CCA A T T GA CCGA G - - - GA - - - GA A A T T T A

GA T T T A T T A GT A T A T A A GT A CA T T T A A T T T CCA A T T A A A T A GA - - - GA G - - A A A A T T T T

A A T T T A T A A GT A T T - T T GT GCGT T T GA T T T CCA A T CA A A A GGA - - - GA A - - A T T A T T T T

GA GT A A GA A GT A T T T T T GT A T GT T T A A T T T CCA A T T A A A A GGT - - - GA A - - T T T A T T T T

A A T A A T A A A GT A T T - A A GT A CA T T T A A T T T CCA A T T A A A A GGA - - - GT A - - GT A A T T T T

T A T A T A T A A GT A T T T T T GT A T A T T T GA T T T CCA A T CA A A T GGA - - - GG - - - A A T A T T GA

A A T GA T A A A GT A T T T A T A T A CA T T T A A T T T CCA A T T A A A T A A A - - - GA A - - A T T A T T T T

A A T GA A T A A GT A A T - A T T T A CGT T T A A T T T CCA A T T A A A A A GA - - - GGG - - A A A A T T T T

T A T A A A GA A GT T - - - T A T GA CGT T T GA T T T CCA A T CA A GA GT A - - - GC - - - T A T A T T T T

T A T A A A GA A GT T - - - T A T GA CGT T T GA T T T CCA A T CA A GA GT A - - - GC - - - T A T A T T T T

T GT T A T GA A GT A T T A A A GT A T GT T T A A T T T CCA A T T A A A A GGA - - - GGA - - A A A A T T GT

GA T T A T T A A GT A T A - A A GT A T GT T T A A T T T CCA A T T A A A A GGA - - - GCT T - A A T A T T T T

A A T A T A A A A GT A T A - A T A T A CGT T T GA T T T CCA A T CA A A A GT A - - - GA G - - CT T A T T T T

A A T A A A T T A GT A T A T A A A T A T A T T T GA T T T CCA A T CA A A A GT A - - - GA T A - A A A A T GT T

A A T A T A A T A GT A T - - T A T T A CA T T T GA T T T CCA A T CA A A A GGT - - - GA G - - A T A A T T T A

A A T A T A A T A GT A T - - T A T T A CA T T T GA T T T CCA A T CA A A A GT A - - - A A G - - A T A A T A T T

A A T A A T GA A GT A T T - T A GT A CGT T T GA T T T CCA A T CA A A A GGA - - - GA T - - A A A A T CT T

A A T A T A GA A GT A T T - A T GT A CA T T T GA T T T CCA A T CA A A A A GT - - - GA A - - T GT A T T T T

A A T A T A A A A GT A T T A T T A T A CGT T T GA T T T CCA A T CA A A A GT G - - - GA A - - T T A A T T T T

A A T A T A T A A GT A T T - T A GT A CGT T T A A T T T CCA A T T A A A A GGA - - - A GGT - T T T A T A T T

A T A A T A T A A GT A T T - T A GT A CA A T T GA T T T CCA A T CA A A A GGA - - - GA T - - T A A A T A T T

A A T T A T T A A GT A T T - A T GT A CGT T T GA T T T CCA A T CA A A A GGG - - - CA A - - A GGGA T T A

A CGA A A T T A GT A T - - GA T T A CGT T T T A T T T CCA A T A A A A A GGT - - - GGGA - T T A A T T T T

A A T A T T A A A GT A T CA T A T T A CA T T T A A T T T CCA A T T A A A A GT A - - - GA GG - A T A A T A T T

A A T T A T GT A GT A T A - T T GT A CA T T T GA T T T CCA A T T A A A T A GA - - - GA A - - T T T A T A T T

A A T A A A T T A GT A T A - T A GT A T A T T T GA T T T CCA A T CA A A A GGA - - - GA A - - T T T A T A T T

A T A T A A T T A GT A T A - A A GT A T GT T T GA T T T CCA A T CA A A A GGA - - - GGA - - T T T A GA A T

A A T A A T A T A GT A T A - A A GT A CA T T T GA T T T CCA A T CA A A A GGA - - - GA A - - A A GA A T CT

GA A A GA GA A GT A T T - A A GT A CA A GT GA T T T CCA GT CA T T GA GA - - - GG - - - A A T A T T T T

GA T T A A GA A GT A T A - T A GT A CA T T T GA T T T CCA A T T A A A A GGT - - - GA A A - T A A A T T T T

A GA A T A T T A GT A T A - T A GT A CA T T T GA T T T CCA A T CA GA A GGT GA T GA A G - A T A A T T T T

A A T T A T T A A GT A T T - A A GT A T GCT T GA T T T CCA A T CA A GA GGA - - - GGA - - A T T A T T T T

GT A A T A A T A GT A T T A T A GT A CGT T T A A T T T CCA A T T A A A A A T A GA A T A A A - A T A A T T T A

GA T A T A T T A GT A T A - T A GT A CA T T T A A T T T CCA A T T A A A A A GT GA A GA GA A A T A A T A T A

A T A T T A GA A GT A T A - A A GT A CGT T T GA T T T CCA A T CGA A A GGA - - - GA A T T A T A A T T T T

Consensus

Occupancy

A A T A A T T T AGT A T A T T AGT A CA T T T GA T T T CCA A T CA A A AGGA GA AGA A A A A A A A T T T T

AA arm DHU arm Anticodon arm  T loop AA armtrnG
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Araneidae_Trichonephila clavata

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp



 TψC arm

A T A T A T CT A GT T T A A - - - A T A A A A A CA A T A A T T T GT GGA A T T A T A A CT T CT - - A A CA A T A C

A T A T A A T T A GT T T A A - - - - GA A A A A CA T T GGT T T GT GGA A CCA A A CA A A CT - - A A A A T T A A

A A T A T T T T A GT T T A - - - - - T A CA A A CA A T GGA T T GT GGT GCCA T A A A A A CT - - A A T A T A A T

A T T A T T T T A GT T T A T - - - - - T A A A A CA T T GA CT T GT GGT GT CA A A A A T T CT - - A A A T T T T T

A T T A T A T T A GT T T A T - - - - - A A A A A CA A T GGCT T GT GGT GCCA T A A A T CT A - - A A CA T T T T

A T A A T CT T A GT T T A T - - - - - T A A A A CA A T GGCT T GT GGT GCCA T A A A T CT A - - A A A A T T T T

A T A A T A T T A GT T T A T - - - - - T A A A A CA A T GGCT T GT GGT GCCA T A A A T CT A - - A A A A T T T T

A A A T A T T T A GT T T A A - - - A A A A A A A CA T T GGT T T GT GGA A CCA T A GA T CT T - - A A T A T T T T

A CT T A T A T A GT T T A A - - - - A CA A A A CA A T GGT T T GT GGGA CCA T A A A A CT T - - A A CA T T T T

A A A A A T T T A GT T T A A - - - - A A A A A A CA A T GGA T T GT GGT T CCA T A A A T CT T - - A T A A T T T T

A T T A T T T T A GT T T A A - - - - A A A A A A T A T T GGT T T GT GGA A CCA A CGA T CT A - - A A A A T CT T

A T A A A T A T A GT T T A T - - - - T T A A A A CA A T GGA T T GT GGT T CCA T A A A A CT T - - A T T A T T GC

A A T A T T T T A GT T T A T - - - - A T A A A A CA GT GGT T T GT GGT A CCA CA A A A CT T - - T T A A T T A T

A A A T A T T T A GT T T A T - - - A CA A A A A CA T T GGT T T GT GGT A CCA T A A A A A CT - - T T CA T T A T

GT A T A A T T A GT T T A A - - - - A T A A A A CA GT GGT T T GT GGA A CCA T A A A T A GT - - A A A A T T T T

A A T A T T T T A GT T T A T - - - - A T A A A A CA T T GGT T T GT GGT A CCA T T A A A A CT - - T T CA T T A T

A A T A T T T T A GT T T A T - - - - A T A A A A CA GT GA T T T GT GGT A T CA CA A A A A CT - - T T T A T T A T

A A T A T A T T A GT T T A A - - - T T T A A A A CA A T GGA T T GT GGT T CCA T A A A A A CT - - A T T A T CT T

A A T A A T T T A GT T T A A - - - - CT A A A A CA A T A A T T T GT GGA A T T A T A A A T A T - - - A CA A T A A A

A A A T A T CT A GT T T A A - - - - - - A A A A CA T T A A CT T GT GGT GT T A A A A T T T CT - - A A A A A T T A

CCT T A A T A A GT T T T T - - - - - - - - A A CA T CA GCT T GT GGA GCT GA A T T A A T CT A A T T A T T T T

A CA T A T A T A GT T T A A - - - - CCA A A A CA GT A A T T T GT GGA A T T A A A A A T A A A - - A T T A T T T T

T A T A A CT T A GT T T A A - - - - T T A A A A CA A T A A T T T GT GGA A T T A T A A A CA A G - - CT A A T A A A

A CT A T CA T A GT T T A T - - - - A CA A A A CA A T A A T T T GT GGA A T T A T A A A T A A A - - CT A A T CA A

A A T A T A T T A GT T T A A - - - A A T A A A A CGA T A A T T T GT GGA A T T A CCA A T A GA - - A T A A T T A A

T A CT A T A A A GT T T A A - - T A CT A A A A CA A T A A T T T GT GGA A T T A T A A A T CT C - - T T A A A T CA

A CT A T T T T A GT T T A T - - - - A T A A A A CA A T A A T T T GT GGA A T T A T T T A A CT T - - T T A A T A A A

A T A A T A T T A GT T T A A - - - T T A A A A A CT T T GGT T T GT GGA A CCA A T GA CCT A - - A A A A T T A T

A A T T A T CT A GT T T A A - - - - A A CA A A CA A T A GT T T GT GGA A CT A T A A A T T CT - - T T A A T A A T

A T T T A T CT A GT T T A A - - - - - T A A A A CA A T A GT T T GT GGA A CT A T A A A T T CT - - T CA A T A A T

CT A T A CT A A GT T T - - - - - - - - A A A A CA T T GA T T T GT GGT A T CA A A A A T A A A - - CT A A T T T T

A T A A A A A T A GT T T A T - - - - - T A A A A CA A T GA CT T GT GGT GT CA T A A A T A T A - - T A A A T T T A

T T CT T T A T A GT T A A A - - - - T T A T A A T A T CA GA T T GT GGT GCT GA A GT T T A T - - T A GA GA A A

T CT CT A A T A GT T A A A - T GA A A A T A A T A T CA GA T T GT GGGGCT GA A GT T CGT - - T T A GA GA G

T T CT T T T T A GT T A A A - - - A A A A T A A T A T CA GA T T GT GGGGCT GA A GT T T A A - - T A A GGA A A

A T CT A CCT A GT T T A A - - - T A T A A A A CA A T A GT T T GT GGA A CT A T A T A T T CT - - T T A A A T T A

A T T T A T T T A GT T T A A - - - - A T A A A A CA A T A GT T T GT GGT A CT A CT A A T T CT - - A A CA A T T A

A T T T A T CT A GT T T A A - - - - A T A A A A CA A T A GT T T GT GGA A CT A T A A T T T CT - - A T A A A T T A

A A A A T CT T A GT T T A T - - - - - T A A A A CA A T GGCT T GT GGT GCCA T A A A T CT A - - A A A A T T T T

T T CT A T CT A GT T T A A - - - - A T A A A A CA A T A GT T T GT GGA A CT A T T A T T T CT - - A A A A T T A T

A A A A T A A T A GT T T A T - - - - - T A A A A CA A T A GT T T GT GGA A CT A T A A T A T CA T - A A A A T T A A

A T T A T A A T A GT T T A A - - - - T T A A A A CT A T A GT T T GT GGA A CT A T A A A T GA T A T A A T A T T A A

CCA T A A A A A GT - - - - - - - A A A A T T A CGT T A A CT T GT GGA GT T A A A A A CCCT - - T GGA T T A T

T A A A T A T T A GT T T A - - - - - T A A A A A CA T T GA T T T GT GGA A T CA A A A A T CT A A - A A T A T T A T

A T T A A A A T A GT T T A A - - - - A T A A A A CA A T GGGT T GT GGGA CCA T A A A T T CA - - A A CA T CA A

A A T A T T CT A GT T T A A - - - - A T A A A A CA A T A A CT T GT GGA GT T A T A A A T T CT - - T T T A T A A A

A A CT A A T T A GT T T A A CA T T T T A A A A CA A T A A T T T GT GGA A T T A T A A A T CT A - - CA A A T A A T

A T A A A T CT A GT T T A A - - - - A T A A A A CA A T A A CT T GT GGA GT T A A T A A T T CA - - T A A A T A A T

T T T T CA T T A A GT T A A T - - A A T CA A A CGA T A GA CT GT GGCA CT A T A A A A CT A CCCA T T T T CA

T T A CCA T T A A GT T A A - - - - T A T A A A CGA T A GA CT GT GGA A CT A T A A A A T CCC - A A A A A T A T

T A CCT A T T A GT T A A A - - - - T A A T A A CA A T A GT T T GT GGA A CT A T A A T T A T CCT A T A A A CA C

T A CT T A T T A GT T A A A - - - - T A A T A A CA A T A GT T T GT GGA A CT A T A A T T A T CCT A T A A A CA C

A A A A A T CT A GT T T A A - - - - A T A A A A CA A T A A T T T GT GGA A T T A T A A A T T CA - - CA A A T A A T

A A T A A T CT A GT T T A A - - - - A T A A A A CA A T A GT T T GT GGT A CT A T CA A T T CT - - A CA A T T A T

T CT T A T CT A GT T T A T - - - - A T A A A A CA A T A GT T T GT GGA A CT A T T A T A T CT - - GT CA T T A A

A T A T A T T T A GT T T A T - - - - - T A A A A CA T T A GT T T GT GGA A CT A A A A T T T CT - - A A GA T A A A

A A A T A T CT A GT T T A A - - - - T T A A A A CA A T A GT T T GT GGA A CT A A T A A T T CT - - T A T A T T A A

A T A T A T T T A GT T T A T - - - A A T A A A A CA A T A GCT T GT GGGGCT A T A A T T T CT - - T A A A T A A A

A T CT T T CT A GT T T A - - - - - T CA A A A CA A T A GT T T GT GGA A CT A T A A A T T CT - - A A T A T A A G

A T CT A A CT A GT T T A A - - - - - T A A A A CA A T A GT T T GT GGA A CT A T A A T T T CT - - A A A A T CA A

A A T T A T A T A GT T T A A - - - - T T A A A A CA A T A GT T T GT GGT A CT A T T A A T GT A - - A T A A T T A A

A T CT T T CT A GT T T A A - - - - T A A A A A CA T T A GT T T GT GGA A CT A T A A T T T CT - - A A T A T A A G

A A T T A T CT A GT T T A A - - - - A T A A A A CA A T A GT T T GT GGA A CT A T A A T T T CT - - T T A A T A A A

A A T T A T A T A GT T T A C - - - - T T A A A A CA A T A GT T T GT GGA A CT A CT A A T CT A - - A T A A T CA A

A T CCT A A CA GT T CA T - - - - - - - - A A CA T T GGT A T GT GGCA CCA A T A A T A CC - - CCT A T CCT

T CA A T A T A A GT T T A T - - - - - - - - T A CA T T GGCA T GT GGCGCCA A CA CA T A A C - CA A A T A A T

A T A T A T CT A GT T T A A - - - - - CA A A A CA A T A GT T T GT GGT A CT A T A A T T T CA - - A CT A T A T T

A A T A T A T T A GT T T A A - - - - - T A A A A CA A T A GT T T GT GGA A CT A T A A T T CT T - - A A A A T A A A

A A T A A T T T A GT T T A A - - - - A T A A A A T A A CA A T T T GT GGA A T T GT A GA T A T - - GA T A T CA A C

A A T T A T T T A GT T T A T - - - - T T A A A A CA A CA A T T T GT GGGA T T GT T T A T A C - - T A A A T A A A A

A A T T T A A A A GT T T T - - - - - - - GA A A CA T T A A CT T GT GGA GT T A A A A A T T CC - - T A A T CCT T

A A T T A T T T A GT T T A T - - - - T T A A A A CA A T GA T T T GT GGT A T CA T A A A A CT T - - A T CT T A T A

A T T A A T A T A GT T T A T - - - - CT A A A A CA GT A A T T T GT GGA A T T A CA A A A T T C - - T A T A T T A T

A A T A A T A T A GT T T A A - - - - A T A A A A CA GT A A T T T GT GGA A T T A CA A A T A T C - - A T A A T A A T

A A A A A T CT A GT T T A A - - - - A T A A A A CA GT A A CT T GT GGT GT T A CA A A T T CT - - T A CA T A A T

T A T A A T A T A GT T T A T - - - - T T A A A A CA GT A A T T T GT GGCA T T A CA A A A T T C - - T T T A T T T A

A T A T A T T T A GT T T A A - - - - A T A A A A CA T T A GA T T GT GGA T CT A CA A A T T CT - - T A T A T T GT

Consensus

Occupancy

A A T T A T T T AGT T T A A + +T A A T A A A A CA A T AGT T T GT GGA A CT A T A A A T T CT CT A A A A T T A T

trnH
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae
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 TψC arm

GA A A A T A T GCCT GA - - T A A A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A GA - - A A T T T T A GT GG

T A T A A GGT GCCT GA - A T - - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A T A - - T A T T A T A A T T T

GA A T A T GT GCCT GA - GT - - A A A GGA T T A A CT T GA T A GGT T A A A T T A T G - A A A - - A A T T T T T A T T C

A A T A T A GT GCCT GA - GT A - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A A A - A T A T T T T CGT GT

A GA A A A GT GCCT GA - GT A - A A A GGGCT A A CT T GA T A GGT T A GA T A A T G - A A A - - A A T T T T A A CT T

A A T A GA GT GCCT GA - GGA - A A A GGGCT A A CT T GA T A GGT T A GA T A A T G - A A A - - T A T T T CA A T T T

A A T A T A GT GCCT GA - T T A - A A A GGGCT A A CT T GA T A GGT T A GA T A A T G - A A A - - A A T T CT T A T T T

A T T A A A GT GCCT GA - GT A - A A A GGA T T A A CT T GA T A GGT T A A A T A A T G - A A A - - A A T T T T T A T T T

A GT A A GGT GCCT GA - A T - - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A A A - - A A T T T T T A T T T

A T T A T A GA GCCT GA - T T - - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A A A - - A A T T T T A A A A T

A A T A T A A T GCCT GA - GA A - A A A GGA CT A A CT T GA T A GGT T A GA T T A T G - GGA - - A A T T T T A A T T T

A A T A A T GT GCCT GA - A T A - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A A - - - A A T T T A T A T T T

A A T A A T GT GCCT GA - T A A - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A A A - CA A T T T T T A T T T

A A T T A T GT GCCT GA - T T A - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A A A - A A A T T T T T A T T T

A A T A A T GT GCCT GA - T A A - A A A GGGT T A A CT T GA T A GGT T A A A T A A T A - GA A - T GA T T T T T A T T C

A A T T A T GT GCCT GA T T A - - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A GA - - A A T T T T T A T T T

T GT A A T GT GCCT GA - T T A - A A A GGGT T A A CT T GA T A GGT T A A A T A A T G - A A A T GA A T T T T T A T T T

A T T A A A GT GCCT GA - GT A - A A A GGAT T A A CT T GA T A GGT T A A A T A A T G - A A A - - A A T T CA T A T T T

A T A A T A GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A A A - - A A T T T T A A T T C

A T T A A T GT GCCT GA A T A - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A A A - - A A T T T T A T T A T

A A A A A A A A GCCT GA - GG - - A A A GGGT T A A T T T GA T A GA T T A A A T CA CG - CT A A CA GCA T T A GA A T

A GGT GT A T GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - T A A T T A A T T T A T GGA A

T A T A T T A T GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A A G - GT T - - A A T T T T CA GGG

A A GGT T A T GCCT GA - T A - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - CT C - - GA T T T A T CGA G

GA T A A A T T GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - T T A - - GA T T T A T A A A G

T GT A T A GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - A A T - - T A T T T A T A GGG

A CT A A A A T GCCT GA - GT - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - A T T - - T A T A T A T A A GC

GT A A A T A T GCCT GA - T A - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T GA A A A - - T A T T T T A T T A T

A A T A A GGT GCCT GA - T T T A A A A GGGT T A A T T T GA T A GA T T A A A T A A T GT T A T - - A A T T A A T A T A T

A A T T A GGT GCCT GA T T T T A A A A GGGT T A A T T T GA T A GA T T A A A T A A T GT T A T - - GA T T A GT T T A T

A GT A A GGT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A CGA A CA - - GGT A T A T T T T A

T T A T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - GT A - - - A T T T T T T T A T

A GT A A GA T GCCT GA - - A - - A A A GGA A T A T T CT GA T A GA A T A A A T CA T G - GT T A - T CCT CT T A CT T

A GT A A GA T GCCT GA - - A - - A A A GGGA A A T T CT GA T A GA A T T T A T A A T G - GA CC - T CCT CT T A CT A

A GT A A GA T GCCT GA - - A - - A A A GGA T T A T T CT GA T A GA A T A A A T T A T G - GT CA T T CCT CT T A CT T

A A T T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T CA T G - A T T - - T A T T T T T A T T T

A A T T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T GA A A T - - T A T T T T T A T T T

A GT T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T GA A GA - - T A T T T T T A T T T

A A T T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A T A - - T A T T T T T A T T T

A A T T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A T A - - T A T T T T T A T T T

A A T T A GGT GCCT GA - A T A - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A T T - - A A T T T T T A T T A

GT T A A GGT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - T T A - - T A T T T T T A T A A

CT A A A A GA GCCT GA - T C - - A A A GGGT CA GT T T GA T A GA T T GA A T T T A GCA A A - - CGA A A T CA GGG

A A T T A T GT GCCT GA - A T - - A A A GGGT T A A T T T GA T A GA T T A A A CA A T G - A A A - - T A T A T CA A A T T

T T T A A GA T GCCT GA - - T GA A A A GGGT T A A T T T GA T A GA T T A A A T A A T GT A A A - - T A T T A A T A T A T

GA T A A A GT GCCT GA - T T - - A A A GGA CT A A T T T GA T A GA T T A GA A CA T G - A T T - - GA T T T T T A T A T

A A T A A T GT GCCT GA - GT - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - A T A - - T A T T A A T GT A C

A CT A A T GT GCCT GA - T T T A A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - A T G - - A A T A A CA A T T A

A GT T A GGT GCCT GA - A T - - A A A GGGT T A A T T T GA T A T A T T A A A T A A T G - A A A - - T A A T T A GGT A G

A GT T A GGT GCCT GA - T T - - A A A GGGT T A A T T T GA T A T A T T A A A T A A T G - A A A - - T A T T T A GGT A A

A A T T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A T A T T A A A T A A T GGCA G - - GA T A T T T CCT C

A A T T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A T A T T A A A T A A CGGCA G - - GA T GT T CCCT C

A A T A A A GT GCCT GA - T A - - A A A GGA T CA A T T T GA T A GA T T GA A T T A T G - A T A - - GA T T T T T CT A T

A A T GA T GT GCCT GA - A A GT A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - GA G - - A A T T A CA A T T T

A T A A A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A A G - T T A - - A A T T T T A T T T A

A T T A A GGT GCCT GA T T A - - A A A GGGT T A A T T T GA T A GA T T A A T T T A T G - A A T - - T A T T A T A A T A T

A A T A A T GT GCCT GA - A T - - A A A GGGT T A A T T T GA T A GA T T A A A T CA A G - T T T - - T A T T T T T A T T A

A T T A A GGT GCCT GA - T T - - A A A GGA T T A A T T T GA T A GA T T A A A T A A T G - T A A - - T A T T T T A A T T T

A A T A A GGT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A A G - T A A - - A A TGA T A T T A T

A T T A A GGT GCCT GA - CT - - A A A GGGT T A A T T T GA T A GA T T A A A T A A A G - T T A - - GA T T A T A T T A T

A A T A A GGT GCCT GA - A T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - T T A - - A A T T T T A CT T T

A T T A A GGT GCCT GA - T T - - A A A GGA T T A A T T T GA T A GA T T A A A T A A A G - T T T - - A A T T A T A T T A T

A A T A A GGT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A A G - T GT - - T A T A T T A T T GG

A T T T A GGT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - GT T - - T A T T T T T A T T T

A A A GGGA A A CCT GA - - - - - A T A GGGGT GGT T T GA T A GA CCA GA T T A GA A A T A - - GA T A T T T CT A T

A A T A A T GA A CCT A A T T T - - - - A GGA T GA A CT T GA T A GGT T T A T T A A GA T A A A T A GA T A T T GCT A T

A A GT A A GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - T T A - - GA T T T T T T T A T

A GA A A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A A T - - T A T T GT T A T GT

GA T T A T A T GCCT GA - T T - - A A A GGGT T A A T T T GA T GGA T T A A A T A A T A - A GA - - - A T T T T A A A A T

A A T T A T A T GCCT GA - T A - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - T A T - - A A T T CT A A T T T

T T CT T A A GA CCT GA - - - - - A A GGGA T CA A T T T GA T A GA T T GA T GCA - - - GA A - - A A CT GA T A CA G

A T T A T A GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - A A A - - A A T T T T A A T T A

A A A T A T GT GCCT GA - A T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - GA A - - A A T T T T T T T A G

A GA T A T GT GCCT GA - A T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - GA A - - T A T T T T T T T A G

A A T A T A GT GCCT GA - A T - - A A A GGGT T A A T T T GA T A GA T T A A A T T A T G - GA A - - A A T T T A T T T A G

A A A T A T GT GCCT GA - A T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - GA A - - T A T T CT T T T A G

A A A T A T GT GCCT GA - T T - - A A A GGGT T A A T T T GA T A GA T T A A A T A A T G - T T T - - T A T T T T T A T A T

Consensus

Occupancy

A A T A A T GT GCCT GA T T T A A A A AGGGT T A A T T T GA T AGA T T A A A T A A T GA A A A + + A A T T T T T A T T T
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Araneidae_Trichonephila clavata

A GT GA A GT GGCCGA T - - - A T A A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GT A - A T T T A GT T A A A T T

A A GA T A GT GGCCGA T - - - T T A A GGT A T T A GT CT CT T A A A T T A A T T A T GA - - - - T A A - A A T T A GT T T A T A A

A T GA T A GT GGCCGA T - - - T GA A GGT A T T A GT CT CT T A A A T T A A T T A T GA - - - - A A T A T A T T A GT T T A A T T

A A GT T A GT GGCCGA A T - - A GA A GGT GT T A GT CT CT T A A A T T A A T T A CGG - - - - A A A - A A A T A GT T T A T T A

A A GA A A GT GGCCGA T - - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GG - - - - A GA - A A T T A GT T T A T A A

GA A T A A GT GGCCGA T - - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GG - - - - A GA - A A T T A GT T T A A T A

A A GT A A GT GGCCGA T - - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GG - - - - A GA - A A T T A GT T T A A T A

A GT GA A GT GGCCGA A - - - T T A A GGT A T T A GT CT CT T A A A T T A A T T A T GA - - - - T A A - A A T T A GT T T A T A A

A GT GT GGT GGCCGA A - - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - CA A - A A T T A GT T T A T A A

GT A A T A GT GGCCGA T - - - T T A A GGT A T T A GT CT CT T A A A T T A A T T A T GA - - - - A T A - A A T T A GT T CA T T T

A GA A A A GT GGCCGA A A - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - A GA - A A T T A GT T T A T A A

A T T A T A GT GGCCGA A T - - A T T A GGT GT T A GT CT CT T A A A T T A A T CA T GA - - - - A T A - A A A T A GT T T A T A A

GA A A T A GT GGCCGA T - - - A T GA GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - A T A - A A T T A GT T T A T A A

A GA A T A GT GGCCGA T - - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A A GA - - - - A T A - A A T T A GT T T A T A A

A GA A T A GT GA CCGA A - - - T T T A GGT GT T A GT T T CT T A A A T T A A T T A T GA - - - - A T A - A A T T A GT T T A T A A

A GA A T A GT GGCCGA A T - - A T A A GGT GT T A A T CT CT T A A A T T A A T T A T GA - - - - A T A - T A T T A GT T T A T A A

A GA A T A GT GGCCGA T - - - A T A A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GT A - A A T T A GT T T A A T A

A A T A T A GT GGCCGA T T - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GT - - - - A T A - A A T T A GT T T A A T A

A A T A A T GT GGCCGA T T - - - - - A GGT GT T A GT CT CT T A A A T T A A T A A A G - - - - - A T T T A A GT A GT T A A A T A

A A T GA T A T GGCCGA GT - - - - - A GGT GT T A GT CT CT T A A A T T A A T CA CGA - - - - GA A - A A GT A GT T A A A CT

GGA GGGA T GGCCGA T - - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GG - - - - GA T - GA GA A GT T GA A T A

T T T T A A GT GGCCGA - - - - GT T A GGT GT T A GT T T CT T A A A T T A A GT A CGA - - - - A GT T A T A A A GT T GT T T A

A A T T T GT T GGCCGA G - - - T GT A GGT CT T A A T T T CT T A A A T T A A CT A CG - - - - - T GT T GT A A A GT T GA T T T

A GT GT GT T GGCCGA G - - - A T T A GGT T T T A A T T T CT T A A A T T A A A T A CG - - - - - CGT A T T T A GGT T A T T T T

A GT A T A T T GGCCGA - - - - GT T A GGT T T T A A T T T CT T A A A T T A A GT A CGA A - - - T GT A A T A A A GT T A T A A T

A GT T T GT T GGCCGA GT - - - - - A GGT T T T A A T T T CT T A A A T T A A T T A CG - - - - - T GT A A T A A GGT T A T T T T

T A T GA A T T A A CCA A G - - - A T T A GGT T T T A A T T T CT T A A A T T A A A T A CG - - - - - A GT A A T A CGGT T A T T GA

A A GGT A GT GGCCGA A - - - GGA A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - A A A GA A GT A GT T A A A T A

A T GA T A GT GA CCGA T T - - - - - A GGT A T T A GT CT CT T A A A T T A A T T A T G - - - - - A T A A T A A T A GT T A A A T T

A T GA T A GT GA CCGA T T - - - - - A GGT A T T A GT CT CT T A A A T T A A T T A T G - - - - - A T A A T A A T A GT T A A A T T

A GT GT GA A A GCCA A T - - - - - - A GGT GT T A GT CT CT T A A A T T A A T A A T G - - - - A A GT A GT T A A GT T A A T A A

A GA A A A GT GA CCGA G - - - T A T A GGT A T T A GT CT CT T A A A CT A A T T A CG - - - T A A A T T T T T A A GT A T A A T T

CT T CA GA T A A CCT A A - - - A T A A GGT A T T GGCCT CT T A A GCCT A A T T A T - - - - - A GA A T T T CT T CT GA A GA

CT T CA GA T A A CCT T A - - - CT T A GGT A T T GGCCT CT T A A GCCA A A A CA T - - - A GA T GA T T T CT T CT GA A GA

T T T CA GA T A GCCT A A CCA T GA A GGCA T T GGCCT CT T A A GCCT A T T T A T - - - - - A GA T A T T CT T CT GA A A A

A GT A T A GT GGCCGA - - - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A A G - - - - - A GT T A A T T A GT T A A T A A

A GT A T A T T GGCCGA - - - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A A G - - - - - A T T T A A T T A GT T A A T T A

GA T T A T GT GGCCGA A T - - A T T A GGT GT T A GT CT CT T A A A T T A A T T A A GA - - - - CT T - A A T T A GT T A A T A A

GA T T A T GT GGCCGA T - - - GGT A GGT GT T A GT CT CT T A A A T T A A T T A A GA - - - - CT A - A A T T A GT T A A T A A

GGT A A T GT GGCCGA - - - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A A G - - - - - A GT A A A T T A GT T A A T A A

A GT A T A A T GGCCGA T T - - - - - A GGT GT T A GT CT CT T A A A CT A A T T A A GA - - - - GA A - A T A T A GT T A A A T T

A A T A T A GT GA CCGA G - - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GA T - A T A T A GT T A A GT T

GGT T GGGT GGCCGA GT - - - - - A GGT GT T A GT CT CT T A A A T T A A T CA CGG - - - - A A A - GA GA A GT T GA T T T

A GT T T A GT GA CCGA - - - - A T T A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GA A - A T A T A GT T T A A T A

GGT T GA A T GA CCGA A A - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A T G - - - - - A A A A T GT T CCA CA A T T A

A A GA T A GT GGCCGA A - - - T T T A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - A T A - GT T T A GT T A A T A A

A A GA A T GT GGCCGA - - - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A A GA - - - - GA A - A T T T A GT T A A A T A

GA T A A T GT A A CCA A A - - - A T T A GGT GT T A GT CT CT T A A A T T A A T T A T GT - - - - GA A - A T A T A GT T A A GT T

T T T T A A GT GGCCGA - - - - T T T A GGT A T T A A T T T CT T A A A T T A A GT A T GA T A A GA GGT T T A T A GT T T A T A A

A A T A A A GT GGCCGA T T - - A GA A GGT A T T A GT T T CT T A A A T T A A T CA T GA - - - - A T GGGGGT A GT T T A T A A

A GT A A GGT GGCCGA - - - - GGT A GGT A T T A A T T T CT T A A A T T A A T T A GG - - - - - A GGGGGGA A GT T T A T A A

A GT A A GGT GGCCGA - - - - GGT A GGT A T T A A T T T CT T A A A T T A A T T A GGA - - - - GGG - GGGA A GT T T A T A A

A GA A T A GT GA CCGA T T - - T T T A GGT GT T A GT CT CT T A A A T T A A T T A A G - - - - - A GA A A T A T A GT T A A A T A

A A A A T A GT GA CCGA T - - - GT T A GGT GT T A GT CT CT T A A A T T A A T T A A GT A T T A A T A - A T T T A GT T A A A A A

GA T A A GGT GGCCGA - - - - T T T A GGT GT T A GT CT CT T A A A T T A A T T T T GA - - - - A GA - A A GT A GT T A A A T T

A A T T GA GT GA CCGA A T - - T T GA GGT GT T A GT CT CT T A A A T T A A T T A A G - - - - - A GA A A T A T A GT T A A A T T

A A A A A GGT GGCCGA A T - - T A T A GGT A T T A A T CT CT T A A A T T A A T T A T GA - - - - T A T - A T GT A GT T A A A T T

A A T A A A GT GGCCGA A G - - A GGA GGT GT T A GT CT CT T A A A T T A A T T A T GG - - - - A A A - A T GT A GT T A A A T T

A A GA A A GT GGCCGA T - - - GA T A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - A GA - A T GT A GT T A A GT T

A GA T A GA T GGCCGA A T - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A T GG - - - - A GA - A T GT A GT T A A GT T

GGT A A A GT GGCCGA A - - - T A T A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GA A - A T GT A GT T A A A T T

A A T A A GGT GGCCGA T A - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - T GG - A T A GA GGT A GT T A

A A T A A A GT GA CCGA A A - - T A A A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GA A - A T GT A GT T A A GT T

A A T A GA GT GGCCGA A T - - T T A A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GT A - A T GT A GT T A A GT T

A GGA A A GT GGCCGA - - - - GT T A GGT GT T A GT T T CT T A A A T T A A T T A A GG - - - - GT G - A GT A A GT T T T A T A

GT T T A T GT GGCCGA - - - - T A T A GGT GT T A A T T T CT T A A A T T A A A T A A GA - - - - T A A T A A T A A GT T T T A T A

A GA A GGGT GGCCGA A - - - A T T A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GT A - GA A T A GT T A A A T T

A A T T T A GT GGCCGA A T - - A A CA GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GA A - A T A T A GT T A A A T T

GA A A T A GT GGCCGA T - - - T T A A GGT A T T A GT CT CT T A A A T T A A T T A T GG - - - - GT T A T T A T A GT T A A GT T

A A A A T A GT GGCCGA T - - - GT A A GGT GT T A GT CT CT T A A A T T A A T T A T GA T T A GT A A - A T A T A GT T A A GT T

A GA A A A GT GGCCGA A T - - - - - A GGT GT T A GT CT CT T A A A T T A A T T A T GA - - - - GA A - GGGA A GT T GA A T A

GA A A T A GT GGCCGA A T - - T GT A GGT GT T A GT CT CT T A A A T T A A T T A T GA A - - - A T A T A A GT A GT T A A A T T

GA T T A GGT GGCCGA T - - - GGT A GGT GT T A GT CT CT T A A A T T A A T T A A GA - - - - A GA - A T T T A GT T A A T A T

A A T T A GGT GGCCGA T T - - T A T A A GCGT T A GT CT CT T A A A T T A A T A A A G - - - - - A GA A A T T T A GT T A A A A T

GGT A A A GT GGCT GA GT - - T T A A A GCGT T A A T CT CT T A A A T T A A T T A GGA - - - - GA A - A T T T A GT T A A T A T

GA T T A GGT GGCT GA GT T - T CA A A GCGT T A GT CT CT T A A A T T A A T T A T GA - - - - GA A - T T T T A GT T A A T A T

A A T GT GT T A GCCT A A A T - T T A A GGCGT T A GT CT CT T A A A T T GA A T A T G - - - - - GT A T A T T T A GT T A A A T T

A A T A A AG T GGCCG A + T T A T T T AGGT GT T AGT CT CT T A A A T T A A T T A TG A A T A + A + A A A T T T AGT T A A A T A

trnK
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp
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Araneidae_Trichonephila clavata

 TψC arm

A CT A A A T T GGCA G - A A A A A T GCA T T A GA A T T A GA A T CT A A A T A A GA T A A T A - - - T T A T A T T T

A A T A T T T T GGCA G - A A A A A T GCA A T A GA T T T A GA A T CT A T A A A T A CT A T T A A - - T T T CA GCT

A T T CT T A T GGCA G - A A T A A T GCA T T A GA T T T A GA A T CT A T T CA T T CT A A T A T - - T T CT CCT A

A T T CT T T T GGCA G - A A A A T T GCGCT A GA T T T A GA A T CT A T T T A T T CT A T T A T - - T GCT T CT C

A T T CT T A T GGCA G - A T T A A T GCA T T A GA T T T A GA A T CT A CCA A T T CT A A CCA - - T T A CCCCT

A T T CT T A T GGCA G - A T T A A T GCA T T A GA T T T A GA A T CT A T CA A T T CT A T T A T - - T T CCCCCT

A T T CT T A T GGCA G - A T T A A T GCA T T A GA T T T A GA A T CT A T CA A T T CT A A T T A - - T T T CCCCT

A T T A T T T T GGCA G - A A T A A T GCGT T A GA T T T A GA A T CT A T T A A T T CT A A A A T - - T T CCT CT T

A T T CT T A T GGCA G - A T T A A T GCGT T A GA T T T A GA A T CT A T T T A CT CT A T T T A - - T T T CT T CT

A A T T A A T T GGCA GA A A A A A T GCA T T A GA A T T A GA A T CT A A A T A A A CT A T T A T - - T GCT A T T T

T T T CA T T T GGCA G - A A T A A T GCGT T A GA T T T A GA A T CT A T CA A T T CT A A A A T - - T T CT CCA T

A T T T T T A T GGCA G - A A A A T T GCA T T A GA T T T A GA A T CT A A A T A T T T CT A - - - - - A A T T T GT C

A T T CT T A T GGCA G - A T A A A T GCA T T A GA T T T A GA A T CT A T T A A T T CT A T - - - - - T T A T A T CC

A T T CT T A T GGCA G - A A T A A T GCA T T A GA T T T A GA A T CT A T T A A T T CT A T T T - - - T T A T A T CC

A T T CT T A T GGCA G - A A T A A T GCA A T A GA T T T A GA A T CT A T A A A T T CT A T T A - - - T A T CA T CA

A T T CT T A T GGCA G - A T T A A T GCA CT A GA T T T A GA A T CT A T T A A T T CT A T GT T - - A T A T CCCC

A T T CT T A T GGCA G - A T A A A T GCA T T A GA T T T A GA A T CT A T T A A T T CT T T T T - - - A T A T CCCC

A T T A T A T T GGCA G - A A T A A T GCA A T A GGT T T A GA A T CT A T T A A T T CT A A T T T - - A T T T CT T C

A T T A A T T T GGCA G - A A T A T T GCA T T A GA A T T A GA A T CT A A T T A A CT A A T A - - - - T A A T A T T A

A T T T A A A T GGCA G - A T A A A T GCA T T A GA A T T A GA A T CT A A CA A CT CT CA - - - - - T A T T A T T T

T CCT A A T T GGCA G - A CT A A T GCA A T A GA A T T A GA A T CT A A T T A A A CCT A A T - - - T A T T A T CC

A A GT T T T T A GCA A - A CT A A T GCA T A A GA A T T A GA A T CT T A - A A A T GT A T CT A - - T T A CT T T T

A T T T A T A T A GCA A - A CA A T T GCA T A A A A T T T A GA A T T T T A T T A T A CT T A GCA - - T A A CA GA A

A T CA CT A T A GCA A - A T A A A T GCA T A A A A CT T A GA A T T T T A T CA T A CT T T - - - - - T A T CA CA G

A T CT T T T T A GCA A - A T A A T T GCA T A A A A CT T A GA A T T T T A T T A T A CT T A C - - - - A A T T A CT G

T T CT T T A T A GCA A - A A A A GT GCA T A A A A T T T A GA A T T T T A A T A T A CT A A - - - - - CA T T A CA G

A T CA T T T T A GCA A - A CA A T T GCT T A A A A T T T A GA A T T T T A CCA T A CCT T A A - - - T A GT A GA A

A T CT T A T T GA CA G - A A T A T T GT A T T A GA T T T A GA A T CT A A A T A A A CT CT A - - - - A T CCCT T T

A A T T A T T T GGCA G - A T A A A T GCA T T A GA A T T A GA A T CT A A T T A A CT A A A A A - - - T T A T CCT T

A T CT A T T T GGCA G - A A T A A T GCA T T A GA A T T A GA A T CT A A T A A A CT A A CT A A - - T T A T T CT T

CT CA A T T T GGCA G - A A A A T T GCA T T A A A CT T A GA A T T T A A A A A A A GA A A T A T - - A CT A A T CA

T GGT A A A T A GCA A - A T A A GT GCA T T A GA A T T A GA A T CT A A A A A T GT T T T A - - - - T A A GA T T A

A CT A A A T T GGCA G - A A A A T T GCA T CA T A T T T A GA A T A T GA A T A T A GT A A T CT - - A T T T A GT A

A CT A A A T T GGCA GA A A A T T T GCA T CA T A T T T A GA A T A T GA T T A T A GGA T A CT - - A T T T A GT A

A CT A A A T T GGCA G - A A A A T T GCA T CA T A T T T A GA A T A T GA A T A T A GA A A T CT - - A T T T A GT A

A T T A A A T T GGCA G - A A T A A T GCA T T A GA A T T A GA A T CT A A GT A A CT A A A T A T - - CT CT A T A T

A T T T T A T T GGCA GA A T A A A T GCA T T A GA A T T A GA A T CT A A T CA A CT A T A T A T A T A T A T A T T A

A T A A T A T T GGCA G - A A CA A T GCA T T A GA A T T A GA A T CT A A T T A A CT A CA CA T - - CA T T A T T A

A T T A T A T T GGCA G - A A T A A T GCA T T A GA A T T A GA A T CT A A T T A A CT A T A T A - - - T T A T T A CT

A T A A T A T T GGCA G - A A T A A T GCA T T A GA A T T A GA A T CT A A T T A A CT A CA T A T - - A A T T A CT T

A A T T A A T T GGCA G - A T A A A T GCA T T A GA A T T A GA A T CT A A - A A A A CT A A T A A A - T A A T A T T T

A T T T A T T T GGCA G - A T CA GT GCA T T A GA A T T A GA A T CT A A T T A A A CT A A A A T - - T A CCT T T T

CCT A A T GT GGCA G - A T A A T T GCA T T A A A T T T A GA A T T T A A A T A CA CCT T CA T - - T T T CA GA A

A T T T A T T T GGCA G - A T A A T T GCA T T A GA CT T A GA A T CT A A T A A T T CT A A T T A - - T T T CT A T A

T T T T T A T T GGCA G - A CT A A T GCA T T A GA A T T A GA A T CT A A T A A A CCT A T A A A - - T T T T A CCA

A T T A T CT T GGCA GA A A CA A T GCA T T A GA A T T A GA A T CT A A T T A A A CT A A A A - - - T A T T A T T T

A T T T T A T T GGCA GA CA A A A T GCA T T A GA A T T A GA A T CT A A T T A A A CT T A A A - - - T CCT T T T T

A T T A T A T T GGCA G - A GA A A T GCA A T A GA A T T A GA A T CT A A T T A A GA A A T A A T - - T CT T A T A T

GA CA A A A T GA CGG - A T A A A CGT A A T A A A T T T A GA A T T T A T A A A T GA T A A A T T - - A T CCA A A T

A A CA A A A T GGCGG - A T A A A CGCA A T A A A T T T A GA A T T T A T T A A T GA A A A GT T - - A A A T A A GA

T CT T T A T T GGCGG - A A A A T CGCA T T A A A CT T A GA A T T T A A T CA A CCCA CT A A - - T T A T A CT A

T CT T T A T T GGCGG - A A A A T CGCA T T A GA CT T A GA A T T T A A T CA A CCT A CT A A - - T T A T A CCA

A A T T A A T T GGCA GA A A A A A T GCA T T A GA A T T A GA A T CT A A A T A A A CT A T T A T - - T GCT A T T T

A A T T A A T T GGCA G - A A A A A T GCA T T A GA A T T A GA A T CT A A T T A A A CT A A A A - - - T T A T A T CA

T A T A T A T T GGCA G - A T A A A T GCA T T A GA A T T A GA A T CT A A T GA A A CT T T T A - - - T T A CT T T C

A A T T A T A T GGCA G - A T T A A T GCA T T A GA A T T A GA A T CT A A A T A A T CT T T - - - - - A A T T T T T T

A A T T A T T T GGCA G - A T T A A T GCA T T A GA A T T A GA A T CT A A T T A T CT A A A - - - - - A A T T T T T T

A GT A T A T T GGCA G - A CT A A T GCA T T A GA A T T A GA A T CT A A T T A CA CT A T A A T - - A T T T CCT T

A A T T A A T T GGCA G - A T T A A T GCA T T A GA A T T A GA A T CT A A T T A A A CT T T A A - - - T T A A A T T T

A CT A A A T T GGCA G - A A A A T T GCA T CA T A T T T A GA A T A T GA A T A T A GT A A T C - - - T A T T T A GT

A T T A T A T T GGCA G - A A A A T T GCA T T A GA A T T A GA A T CT A A T A A A A CT T A A A - - - T CCT T T T C

A A T T A A T T GGCA G - A T T A A T GCA T T A GA A T T A GA A T CT A A T T A GT CT A T T A - - - T CA CT T T C

A T T A T A T T GGCA G - A A T A A T GCA T T A GA A T T A GA A T CT A A T T A CGCT A A A A - - - T T A A A T T T

A T T T A A T T GGCA G - A A A A A T GCA T T A GA A T T A GA A T CT A A A T A A A CT A T CA - - - T CT T A T T T

CT CA T T T T A GCA G - A A CA T T GCA T T A GA CT T A GA A T CT A A A A CT GCT CT - - - - - T A T CA GT C

A T T A A T A T A GCA G - A A CA T T GCA T T A GA T T T A GA A A CT A A A T A A A T T A C - - - - - A T A T A GCT

A T A T T A T T GGCA G - A T A A A T GCA T T A GA A T T A GA A T CT A A - T CA A CT A T T A A - - T CCT A T T T

A T T T A T T T GGCA G - A A A A A T GCA A T A GA T T T A GA A T CT A T A A A T T CT A A A A A - - T T A GA T GC

A A T T A T A T GGCA G - A T A A A T GCA T T A GA T T T A GA A T CT A A T A A T A A A A A CT - - - A T A A A T T A

A A T A A T A T GGCA G - A A T A A T GCA A T A GA T T T A GA A T CT A T A T A T A T A T A T A T - - A T A T A T A T

A CCT T CT T GGCA G - A T T A T T GCA A T A GA A T T A GA A T CT A T - CA A CT CCT T A T - - CT T T A T T A

A T T A T A T T A GCA A - A T A A A T GCA T T A GA A T T A GA A T CT A A A A A T A CT A T T - - - - T T A T A T T T

A T T A T A T T GGCA G - A A A A A T GCA T T A GA A T T A GA A T CT A A T T A A T CT T A CA T - - T T T CA A CT

A A T A T A T T GGCA G - A T A A A T GCA T T A GA A T T A GA A T CT A A T T A A T CA A T T CA - - T T T T A A A C

T A T A T A T T GGGA G - A A A A A T GCA T T A GA A T T A GA A T CT A A T T A A T CT T A A T A - - A T T A CA T T

A A T A T A T T GGCA G - A CA A A T GCA T T A GA A T T A GA A T CT A A T T A A T CT A A T A C - - A CA A A T T T

T A A T T A T T GGCA G - A A T A A T GCA T T A GA A T T A GA A T CT A A - T A A A CT A A T A - - - A A CA T A CA

Consensus

Occupancy

A T T A T A T TGG CAGA A A A A A TG CA T T AG A A T T AG A A T CT A A T T A A A CT A A T A T A T T T T T A T T T

trnL1
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm DHU arm Anticodon arm AA arm



Araneidae_Trichonephila clavata

trnL2
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm DHU arm Anticodon arm  T loop AA arm

A T CT A T T T GGCA GA T C - A GT GCA CT A A GT T T A A GCCT T A GA T A CA A T A A CA T

A T T A A T A T GGCA GA T T - A T T GCA CT A A GT T T A A GCCT T A GA T A T A GA A A T T A

A T CT A T T T GGCA GA A T - A GT GCA CT A A GT T T A A GCCT T A GA A A T A A A A T T T A

A A T CT A T T GGCA GA GT - A GT GCA CT A A GT T T A A GCCT T A GA A A T A A A A GT T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T A A A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T A A A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T A A A A GT T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A A T CT A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

A T A A T A T T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T GA A A T T T A

CT CT A T T T GGCA GA T T - A GT GCA T T A A GCT T A A GA CT T A A T T A T A A CA T CT A

A T CT A T T T GGCA GA T C - A A T GCA T T A A GT T T A A GCCT T A A A A A CGA A A T T A T

T CCT CT A T GGCA GA CC - A A T GCA CT A A GT T T A A GCCT T A GCT A CCT A CT T T A

T CT T A A T T GGT A GA T A - A T T A CGCT A A GT T T A A GCCT T A GA CA T T A CA A CCA

A A CT A T A T GGT A GA T A - A T T A CGCT T A GT T T A A GCCT A A GCCA T T A CA A CCA

A A CT A T A T GGT A GA T A - A T T A CA CT T A GT T T A A GCCT A A GA CA T T A CA A CCA

A CCT A T A T GGT A GA T A - A T T A CGCT T A GT T T A A GCCT A A GCCA T T A CA A T CA

A A CT A T A T GGT A GA T A - A T T A CGCT T A GT T T A A GCCT A A GA CA T T A CA A CCA

A A CT A T A T T GT A GA T A - A T T A CGCT T A GT T T A A GCCT A A GA A A T T A CA A T CA

A T CT A T T T GGCA GA T C - A GT GCA CT A A GT T T A A GCCT T A GA A A CA T GA A CA T

A T CT A T T T GGCA GA T A - A A T GCA T T A A GT T T A A GA CT T A A T T A T GA A CT T CT

A T CT A T T T GGCA GA CA - A A T GCA T T A A GT T T A A GA CT T A A T T A T GA A T T T CT

GGCCT A T T GGCA GA T T - A T T GCGCT A A GT T T A A GCCT T A GA T A CGA T T A T T T

A T CT A A T T GGCA GA T C - A GT GCA CT A A GT T T A A GCCT T A GA A A CA A T T T A A A

A CT GA T A T GA CA GA A T T T A T GT GA A A GA T T T A A GT T CT T T T A A T GGGCA A CC

GT T A A CA T GGCA GA GA - A T T GCT A A A GA T T T A A GA T CT T T GA A T GGGGA A CC

A CT GA T A T GA CA GA A T - A A T GT T T T A GA T T T A A GCT CT T T A T A T GGGT A A CC

A T CT A A T T GGCA GA A CA A GT GCA T T A A GT T T A A GT CT T A A A T A T A T T A T T T A

A T T T A A T T GGCA GA A T A A GT GCA T T A A GT T T A A GT CT T A A A T A - T GT A T A T A

A T CT A A T T GGCA GA A T A A GT GCA T T A A GT T T A A GT CT T A A A T A - T A T A T A T A

A T CT T T A T GGCA GA CT - A GT GCA CT A A GT T T A A GCCT T A GA A A T GT T A T A A T

A T CT A A T T GGCA GA A CA A GT GCA T T A A GT T T A A GCCT T A A A T A T A A T A CT T A

A T CT A T T T GGCA GA T C - A GT GCA T T A A GT T T A A GA CT T A A T T A CA A T A T T T A

A T CT A T T T GGCA GA T C - A GT GCA T T A A GT T T A A GA CT T A A T T A CA A T A T T T A

A A CA A T A T GGCA GA CA - A T T GCA CT A A GT T T A A GCCT T A GA T A T T CCT A T A G

A T CT A T T T GGCA GA T T - A GT GCA CT A A GCT T A A GCCT T A GA A A T A A A A T T A T

T A T T A T A T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA T A T GT T A A GT T

A T T CT A T T GGCA GA A CA A A T GCA T T A A GT T T A A GT CT T A A A A A T A A A T T T T A

T T CT A T T T GGCA GA A T A A GT GCA T T A A GT T T A A GT CT T A A A A A T A A A T CCT A

A T T A A A T T GGCA GA T T - A A T GCA T T A A GCT T A A GA CT T A A T T A T A A T A T T A A

T CCCT T A T A GCA A A T A - A GT GCA T T A A GT T T A A GCCT T A A A T A T A CCA T T A A

T CCCT CGT A GCA A A CA - A GT GCA T T A A GT T T A A GCCT T A A A T A T T CCA T T A T

GT CCT CGT GGCA GA T A - A A T GCGCT A A GT T T A A GCCT T A GA T A T CCT CT T CT

GT CCT CGT GGCA GA T A - A A T GCGCT A A GT T T A A GCCT T A GA T A T CCT CT CCT

A T CT A A T T GGCA GA T T A A GT GCA T T A A GT T T A A GT CT T A A A T A T A A A T A A A A

A T CT A A T T GGCA GA A T A A GT GCA T T A A GT T T A A GT CT T A A A T A T A A T T A T T A

T T CT A A T T GGCA GA CT - A GT GCA T T A A GT T T A A GCCT T A A GT A T GA A CT T CC

A A T T A A T T GGCA GA T T - A A T GCA T T A A GT T T A A GCCT T A A T T A CGA T A CA T T

T T CT A A A T GGCA GA T T - A GT GCA T T A A GT T T A A GCCT T A A T T A T GA A CT T CT

A A T CT A T T GGCA GA T T - A GT GCA T T A A GT T T A A GCCT T A A T T A T A A A CT T CT

A T CT A T A T GGCA GA T T - A GT GCA T T A A GT T T A A GCCT T A A T T A T GA A T A T CC

A T CT A A T T GGCA GA T T - A GT GCA T T A A GT T T A A GCCT T A A T T A T GA A CT T CT

A T CT A A T T GGCA GA T T - A A T GCA T T A A GT T T A A GCCT T A A T T A T A A T T A A T A

A T CT A T T T GGCA GA T T - A GT GCA T T A A GT T T A A GCCT T A A T T A T GA A CCT CC

A T CT A T T T GGCA GA T T - A GT GCA T T A A GT T T A A GCCT T A A T T A T A A A CCT CT

A T CT A T T T GGCA GA T C - A A T GCA T T A A GT T T A A GA CT T A A T T A CGA A A T T CT

A CT CA T A T GGCA GA T A - A T T GCA T T A A GT T T A A A CCT T A A CCA T CA T CT T A A

T CT A A T T T GGCA GA T C - A T T GCGCT A A GT T T A A A CCT T A A CT A A A CCT T T A G

T A T CT A T T GGCA GA T C - A GT GCA CT A A GT T T A A GCCT T A GA A A CA A T A T CA T

A T CT A T T T GGCA GA T C - A A T GCA CT A A GT T T A A GCCT T A GA A A CA A GA A T T A

A T CT T T A T GGCA GA CT - A GT GCA CT A A GT T T A A GCCT T A GA A A T GT T A T A A T

A T A T A T A T GGCA GA T T - A GT GCA T T A A GT T T A A GCCT T A GA A A T GT T A T A A T

T CCA A T A T GGCA GA A A - A T T GCA T T A A GT T T A A GGCT T A A T T A T T CT CCA CC

A T CT A T A T GGCA GA T T - A GT GCA CT A A GT T T A A GCCT T A GA A A T A A GT A A CT

A T CT A A T T GGCA GA A A - A GT GCA T T A A GT T T A A GCCT T A A A T A T A A T T A T A C

A T CT A A T T GGCA GA A A - A GT GCA T T A A GT T T A A GCCT T A A A T A T A A T T T T CT

A T CT A A T T GGCA GA A A - A GT GCA T T A A GT T T A A GT CT T A A A T A T A A T T A T A A

A T CT A A T T GGCA GA A A - A GT GCA T T A A GT T T A A GCCT T A A A T A T A A T T T A T T

A T CT A T GT GGCA GA T T - A A T GCA CT A A GT T T A A GCCT T A GT A A T A A A A T T A T

Consensus

Occupancy

A T CT A A T TGG CAG A T T A AGT GCA CT A AGT T T A AG CCT T AGA T A T A A A A T T T A



Araneidae_Trichonephila clavata

 TψC arm

A A T A A GA T CA GCT A A T T A - T A A GCT T A T GGGT T CA T A CCT CA T A T A T GA A A T - - - A A T T A CT CCT T

GGGT T CA T A A GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A A A - - - GA T GCT GGCT C

A A T A A A GT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A A A - - - GA T T CT GGCT C

A A T T A GGT CA GCT A A GA C - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GA A A T A A - GA T T T T T GCT C

A A T T T A GT CA GCT A A T T - - - A A GCT A A T GGGT T CA T A CCCCA T A A A T GGA A A - - - A A T T T T T GCT C

A A T A A A GT CA GCT A A T T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GGA A A - - - A A T T T T T GCT C

A A T T A A GT CA GCT A A T T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T A GA A A - - - T A T T T T T GCT C

T GT T A GGT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T - - - - T A T T T T T GCT C

A T A T A T GT CA GCT A A A T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GA A T - - - - T A T T T T T GCT C

A A T A A A GT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA - - - - - - A T T T A T CT CT C

A A T T A A GT CA GCT A A T T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GGA A A - - - A A T T T A T GCT C

GT T T T A A T CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A T A T GA A A A - - - T A T A T T A CCT C

A GCT A A A T A A GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T A - - - GA T T A CA GCT C

A T T A A T A T CA GCT A A A T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GGA A G - - - T A T T A T A A CCC

A A T A T T GT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GGA A T - - - T A T T A T A GCA C

A T T A T T GT CA GCT A A A T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GGA T A A - - A A T T T T A GCT C

A T T T A T GT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GGA A T A - - T A T T A T A GCT C

A A T A T A GT CA GCT A A T T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GGA A A T G - GA T T T T A GCCC

A T T T GA A T CA GCT A A CT - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A A T - - - A T T T A T A T T T C

A T A T A GGT CA GCT A A T GA - - A A GCT A A T GGGCT CA T A T CT CA T A A A T GA A - - - - - GT T A A T T A T T T

A T T A A A GT A A GCT A A A T A - - A A GCT GGT GGGT T CA T A CCT CA A A T A T GGGA - - - - T A T T T T T GCT C

A A T T A A A T A A GCT A T A T - - - A A GCT A A CGGGT T CA T A CCT CGT A T A A GA G - - - - - GT GT A T GCCT G

T A CA A T A T CA GCT A T A - - - - A A GCT GA CGA GT T CA T A CCT CGT A T A T GT A - - - - - T A T T A T GCCT G

T A GA A T A T CA GCT A T A - - - - A A GCT A A CGA GT T CA T A CCT CGT A GA A GA A - - - - - GGT T A T GCCT G

T GCT GT GT CA GCT A T A - - - - A A GCT A A CGGGT T CA T A CCT CGT T A A T CT GA - - - - T A A A T T GCCT G

A A A GT GGT CA GCT A T T - - - - A A GCT A A T GA GT T CA T A CCT CA T A T A T GT G - - - - - T A T A GT GCCT G

T A T A T A A T CA GCT A T A A - - - A A GCT GA CGGGT T CA T A CCT CGT T T A T GA A C - - - - T A A A A T GCCT G

A A GT T T GT CA GCT A A T A - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GA A A A - - - A A T T T T CA T T C

A A T A T A GT CA GCT A T A T T - - A A GCT A A T GA GT T CA T A CCT CA T A A A A GA A T T - - - A A T A T T A A T T T

A A T T A T GT CA GCT A T T T A - - A A GCT A A T GA GT T CA T A CCT CA T A T A A GA - - - T GT A A T A T T A A T T T

T GT A A A A T CA GCT A T G - - - - A A GCT A A T GA GT T CA T A CCT CA T T T A T GGT T A - - - T A T A T T A A T GC

T T T A T A T A A A GCT A A T T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T A A T T A A T T CT CA GGC

A T A A A A GT A A GCT A A T T A - - A A GCT T GT GGGT T CA T A CCCCA T T T A T GGT T T - - - T CCCT T T T A T A

A T A A A A GT A A GCT A T T T - - - A A GCT CT T GGGCT CA T A CCCCA A T T A A GGT T A T - - T CCCT T T T A T T

A T A A A A GT A A GCT A A T A A A T A A GCT T A T GGGT T CA T A CCCCA T CT A T GGT CT - - - T CCCT T T T A T G

A T T T A GGT CA GCT A A A T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T - - - - A A T T T CT A T A T

A T T T A A A T CA GCT A A A T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T - - - T A T T T CT A T T T

A T T A T A GT CA GCT A T T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A CT - - - T A T T T T T GT T T

A T T A T GA T CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T - - - T A T T T T T A T T T

GCT A T A T A A A GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T A - - - T A T CT T T A T T T

A GT T A T GT CA GCT A GT T - - - A A GCT A A T GGGT T CA T A CCT CA T A T A T GA A GT A - - T A T A T T A A T T C

A T A T A T GT CA GCT A T T A - - - A A GCT A A T GA GT T CA T A CCT CA T T T A T GT A A A - - - GA T T T T GA T T C

A GCA T GA T A A GCT A A A A T - T A A GCT A A CGGGT T CA T A T T CCGT T A A T GA - - - - - - - GGT T T GGT T G

A A T A A T A T CA GCT A A T T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GA A A A - - - T A T A GT T T CT C

A A T T A GGT CA GCT A A T G - - - A A GCT GA T GA GT T CA T A CCT CA T A A A T GA A A A - - - A A T T A A T GCGC

A T T A A T A T A A GCT A A T T - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA T T - - - - A A T T T T GT A T T

A T T T A T A T A A GCT A A T A T - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GT A A A - - - A A T A T T A A T T T

A T T A A T A T A A GCT A T T A - - - A A GCT A A T GA GT T CA T A CCT CA T T T A T GA A A T - - - GA T A A CGA T T C

A A A GA GGT CA GCT A A A T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T GT T T A T T A T A CCCT

A T T T A GGT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GGA T T A T T T A T T T T GCCT T

GA T GT GA T CA GCT A A T T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GGA A T A GT GA T A T CT CCT T

A A T A T GA T CA GCT A A T T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GGA A T A GT GA T A T CT CCCT

A A T A A GA T CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T - - - T A T T T CT A T T T

GT T T A A GT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A T A T T - T A T T T T T A T T T

A T T T A GGT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A A A - - - T A T T GT T A T T C

GT T T A A GT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A T CT CA T A GA T GA A T T - - - T A T A T T A A T T C

A T T A A GGT CA GCT A T A - - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A - - - - - T T A A A T A A T T C

A A T T A A GT A A GCT A A T T T - - A A GCT A A T GA GT T CA T A T CT CA CA A A T GA A A T - - - T A T T A T A A T T C

A A T T A A GT CA GCT A A CT - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A T T - - - T A T A T T A A T T C

GT T A A GA T CA GCT A A T A - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A T T - - - A A T T T T T A T T C

A A T T T A GT CA GCT A A T T - - - A A GCT A A T GA GT T CA T A CCT CA T A T A T GA A T T - - - A A T A A T A A T T C

A T CT A A GT CA GCT A A A T - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A T A A - - A A T A GT GA T T C

A A T A A A GT CA GCT A A T A - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A T GA - - A A T A T T T A T T C

A T T A A GA T CA GCT A A T T - - - A A GCT A A T GA GT T CA T A T CT CA T A A A T GA A T A - - - A A T T CT CA T T C

A A T A A A GT CA GCT A T T T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A A GGA - - - - - T T GA T T A T CCC

A T A T GGGT A A GCT A A T C - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GGA A - - - - A A T A T T A T T CC

A T A T A A GT CA GCT A A T T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA T T A - - - T A T A GT T T CT C

T GT A T A GT CA GCT A A T T - - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GA - - - - - - GT T A A T T CCT C

A A T A T T A T CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A A - - - - A A T T T CT T A T T

A A T A T A A T CA GCT A A T A - - - A A GCT A A T GA GT T CA T A CCT CA T A T A T GA A A T - - - T A T CT CA T A T T

T A A T A A GT A A GCT A A T A A - A A A GCT A A T GGGT T CA T A CCT CA T A A A T GGA A - - - - A A T GA T A GCT C

A A T T A A A T A A GCT A A T T T - - A A GCT A A T GGGT T CA T A CCT CA T A A A T GA A A A T T - T A T T T T A A GT C

A T T A A GA T CA GCT A T T T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T T A T A T A T T T GT T T A

A T T A T A GT CA GCT A T T T - - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T A A T A T T T T A T A A T T

A T T A A A GT CA GCT A T T T T - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T A A A T CT T T T T GT T T

A T T A A A GT CA GCT A T T T T - - A A GCT A A T GA GT T CA T A CCT CA T A A A T GA A T T A T A A A T T T GCA A T T

A T T A A A A T A A GCT A T T GT - - A A GCTG A T GGGT T CA T A CCT CA T A T A A GT GA T - - - T A T T T A T A T A T

Consensus

Occupancy

A T T A A AG T CAG CT A A T T T A T A AGCT A A T GAG T T CA T A CCT CA T A A A T GA A A T A T T T A T T T T T A CT C

AA arm DHU arm Anticodon arm AA armtrnM
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Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp



Araneidae_Trichonephila clavata

T GA GA A T A A A GCT T - - - - - T A A GCGA T T T CA T T GT T A A T GA A A - - - - T A GA A GT A A CA CA A CA CCCCCA C

A A T A A T T - A A GCT T - - - - - - - T GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GA T A A T A T A A A GT T T T A A C

GA T T A T G - A A GCA T - - - - - - - A GCA - A T T CA T T GT T A CT GA A T - - - - CGA A GA T T T GA GA GT T T A A GT T G

A GA T T T G - A A GCA T - - - - - - - A GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GA T T T T T T T T T T T T T T T A G

GA T T A T G - A A GCGT - - - - - - - T GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GA T T T T T A GA A A GT T T T A A

GA T T A T G - A A GCA T - - - - - - - T GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GA T T T T T T T T T T T T T T A A A

GA T T A T G - A A GCA T - - - - - - - T GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GA T T T T T T T T T T T T GA GA A

A GA T T A A - A A GCA T - - - - - - - A GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GA T A A A A A GT T T T A A A T T G

A GA T T A T - A A GCGT - - - - - - - T GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GT T A A A A A GT T T T A A A T T G

GA T T A T A - A A GCT A - - - - - - A T GCA - A T T CA T T GT T A CT GA A T - - - - - - - - A T T T T T T T T T T T T T T T T A G

A GA T T A T - A A GCA T - - - - - - - T GCA - A T T CA T T GT T A CT GA A G - - - - A GA A GA T T T T T T T T T T T T T T T T T

GA T T A T A - A A GCA T - - - - - - - A GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GT T T T T A GT T T T A A GT T GA

GA T T A T T - A A GCGT - - - - - - - T GCA - GT T CA T T GT T A CT GA A T - - - - A GA A GA GA A T CA T T A T T T T T T T T

GA T T A T A - A A GCA T - - - - - - - T GCA - A T T CA T T GT T A CT GA A A - - - - A GA A GA T A T A GA T T A T T T T T T T T

A GA T T A T - A A GCA A - - - - - - - CGCA - T T T CA T T GT T A CT GA A A - - - - A GA A GA T A T T A T T A T T T T T T T T T

GA T T A T A - A A GCGT - - - - - - - T GCA - GT T CA T T GT T A CT GA A T - - - - A GA A GA T T A T T T T T T T A T T T T T T

GA T T A T A - A A GCGT - - - - - - - T GCA - GT T CA T T GT T A CT GA A T - - - - A GA A GA T T T T T A T T T T T T T T T T T

T A T T A T G - A A GCA T - - - - - - - T GCA - A T T CA T T GT T A CT GA A T - - - - A GA A GA T A A A A GA A A GT T T A A A T

A A A T A GA GA A GCA T - - - - - - T T GCGCT T T T A T T GT T A A T A A A A - - - - GA GA T GGGA A GGA A T GGGGGT A G

T GA A T A A T A A GCT T - - - - - GA GGCGA T T T CA T T GT T A CT GA A A - - - - T A GA A GGA GT T GT T T GA T T T T GT

T A GA GGA GA A GCT A A T T T A T A A GCGT T T T CA GT GT T A A T GA A G - - A GT A A GGT GA GA GA A T T T T A T CT A A

T GT T A A T A T A GCT T - - - - T A T A GCGCCT T CA A T GT T A A T GA A A T A GA A GA A GT A T T A A T A T T T A A CT A A T

T T GT T A A A T A GCT T - - - A A T T A GCGA T T T CA A T GT T A A T GA A A - - - T A T A A GA GGT T GT A T A A A GCT A A T

T A T GT T T A A A GCT T - - T GT T T GGCGGT T T CA A T GT T A A T GA A A - - - T GA A A GA GGGT GT A CGA A GCT A A G

CA T A A A T A A A GCT T - - A A A T T A GCGGT T T CA A T GT T A A T GA A A - - T GT A A GT A GGT T GT A CGA A GT T A A T

A T GT T T GT T A GCT T - - - T A T T A GCGGT T T CA A T GT T A A T GA A A - - - T A T A A GA GGT T GT A CGA A GCT A A T

A T T T T A T GT A GCT T - - - T A T T A GCGGT T T CA A T GT T A A T GA A G - - A GT A A GA A GGT T GA A CGGA A CT A A T

A A T A GA T A A A GCT T - - - - - T A A GCGA T T T CA T T GT T A A T GA A A - - - T A GA A GG - A CA CA A T CCA GT T GT A

A T T GT A T A GA GCA G - - - - - - T T GCGA T T T CA T T GT T A A T GA A T - - - - T GA A GA GGT T T CCT A T A CCGGT T

T A A T T A T A GA GCA G - - - - - T T A GCGA T T T CA T T GT T A A T GA A T - - - - T GA A GT A GGT T CCCCCT T T T T T C

GT T CA A A A T A GCT A - - - T T A CA GT GT T CT T A A T GT T A A T A A GA - - A A GGT GA GGGGGGT A A A A A T T GA CT

T A T T T A G - A A GCA C - - - - - - T T GCA - GCCCA T T GT T A CT GGGT - - - T T A T T T T T T T T T T T T T T T A T GGA T

T T A A T A G - T A GCT T - - - - - GA GGC - T T CT CA T T GT T A A T GA GA - - - - T T A T GA A T T T A A T T CCT A T T A A T

T T A A T A G - A A GCCA - - - - - T T A GGCT T CT CA T T GT T A A T GA GA - - - - A CA A GA - - A CT T CT CCT A T T A A T

T T A A T A G - A A GCCC - - - - - CA GGC - T T T T CA T T GT T A A T GA A A - - - - CA A A GA A CCCA GT T CCT A T T A A T

A T T T T A A GA A GCT A - - - CT A T A GCGT T T T CA T T GT T A A T GA A A - - - - T GA A GT - - - T A GGA A GT T T T T A A

A T T T T A A GGA GCT G - - - T T A A A GCA T T T T T A T T GT T A A T GA A A - - - - T GA A GT A T A A A GGA A GT T T T A A T

T T T T T A A GGA GCT G - - A T A A T A GCGT T T T T A T T GT T A A T A A A A - - - - T GA A GT - - A T A GGA A GT T T T A A T

A GA T T T T A A A GCT T - - - - - T CA GCA A T T T CA T T GT T A A T GA A T - - - - A GA A GT T T T T T T CCCCCCT CCCT

T T T T T A A GGA GCT G - - - T A A T A GCGT T T T CA T T GT T A A T GA A A - - - - T GA A GT - - - A A GGA A GT T T T T A A

T A GA T A T - A A GCA T - - - - T A A T GCG - T T T CA T T GT T A A T GA GG - - - - A GA A A A GGGT T GGCT A GGA GGT T

A T A GA T A - A A GCA T - - - A A A A T GT A - GT T CA T T GT T A A T GA A A - - - - A GA A GA A GGA GA GGGA GGA GGT C

A A GGA A A T A A GCT T - - - - - T T GGCGGT T T CA A T GT T A A T GA A A - - - - A A GA A GGA T A A A GT T GT A A GA T T

A GA T T A T A A A GCT A - - - - A A T A GCA A T T T CA T T GT T A CT GA A T - - - - A GA T A A T A A A A GGA A GT T A A GA T

GT A T A A T A A A GCA A - - - - - - GA GCGGA CT CA T T GT T A CT GA GT - - - - CA GA T GT GT T A A A T A A A A GGA T T

GT T A A A T A GA GCT G - - - T A A T A GCGT T T T CA T T GT T A A T GA A A - - - - T GA A GGA A GT T T T GA A T T GA T T G

T A GA A T A T GA GCT G - - - - T A A A GCGT T T T T A T T GT T A A T A A A A - - - - T GA A GA A GGA A GT A A GT T T A A T T

T A T T A A A GGA GCT G - - - - - T T A GCGA T T T T A T T GT T A A T GA A A - - - - T GA A GA T T T T T T T T GT T T A A T A T

GA A T T T T GA A A CT T - A T GT GT A GT GT T CT CA T T GT T A GT GA GT - - - - GT GT A G - - GT GGGGT GA A T T A T A

T T GT T A T GA A GCT C - - A T T T T A GT GT T T T CA T T GT T A GT GA T A - - - - A A GGA G - - GT GA GGT GT A A T A T G

T T GT A A GGGA GCT G - - - - GGT A GCGT T T T CA T T GT T A A T GA GA - - - - A GA A A G - - - A A GGGT GT A A A T GA

A T GT A A GGGA GCT G - - - - GGT A GCGT T T T CA T T GT T A A T GA GA - - - - A A A A A G - - - A A GGGT GT A A T GT G

A T T T A A T GGA GCT G - - - T A A T A GCA - T T T T A T T GT T A A T GA A A - - - - T GA A A GA T A GGA A GCT T T A A A T T

GA T T A A T A GA GCT G - - - T A T T A GCGA T T T T A T T GT T A A T GA A A - - - - T GA A GA A T T A A A GA A A GT T T A T A

GA A A A A G - GA GCT G - - - - - T T A GCT - T T T CA T T GT T A A T GA A A - - - - CGA A GGT T T CA A T GT A CGGCT A G

T A A T T A A A A A GCT A - - - - - T A A GCA T T T CCGT T GT T A CCGGA A - - - - GGA A GA A T T T T A T GT A T GGCT A G

T T A GA A A GGA GCA G - - - - - A T A GCA T T T T CA T T GT T A A T GA A A - - - - CGA A GGT T T T A A T GT A CGGCT A G

T A GA T T A GGA GCT G - - - - - CT A GCA T T T T CA T T GT T A A T GA A A - - - - GGA A GT T GA CA A A A GT A A GT A A A

T A GA T A A GGA GCT G - - - - - T T A GCA T T T T CA T T GT T A A T GA A A - - - - GGA A GT A A T T A CA A T A CGGCT A G

T A GA T A A GGA GCT G - - - - - A T A GCGT T T T CA T T GT T A A T GA A A - - - - T GA A GT A GA GGGGCT GT A A CT A G

T A A A T A A GGA GCT G - - - - - T T A GCA T T T T CA T T GT T A A T GA A A - - - - GGA A GT A A T T A A T GCA CGGCT A G

T A GA T A A GGA GCT G - - - - - T T A GCGT T T T CA T T GT T A A T GA A G - - - - GGA A GA T A A GA T GGT A CGGCT A G

T A GA T A A GGA GCT G - - - - - T T A GCA T T T T CA T T GT T A A T GA A A - - - - GGA A GT A T T T T T A GT A CGGCT A G

A T A GA T A T A A GCA T - - - - - - T A GCGA T T T CA T T GT T A A T GA A A - - - - GGA GA GGGT A A A GA A A GGGCA T T

T A A T GT GA A A GCT T - - - - GA T A GCGGT T T CA GT GT T A A T GA GG - - - - A CGA A GGT GT A A T A GGT GCCCT A

CA A T T A GT A A GCT C - - - - - A GGGCGT T CT T A GT GT T A A T A A GA - - - - A T A T T GA A T GT GT A A GT T CT T A A

T A GA T A A T A A GCT T - - - - - T A A GCA A T T T CA T T GT T A A T GA T T - - - - A GA A GT A GT A GT GA GGGGGCT T C

T A GA T T A A T A GCT T - - - - - A A A GCA A T T T CA T T GT T A A T GA A T - - - - A GA A GT T T T T A T A GA T T A A T A GG

A GA T T T T A A A GCT T - - - - - T CA GCA A T T T CA T T GT T A A T GA A T - - - - A GA A GT T T T T T T CCCCCCT CCCT

T A T A T T T T A A GCT C - - - - - CCA GCA A T T T CA T T GT T A A T GA A T - - - - A GA A GT T T T T T T T A A A A A A CT A C

CA T A T T G - GA GCT T - - - - - T T A GCG - T T T CA GT GT T A A T GA A A - - - - A GA A T GGGT T T T T GA T T A GA T A A

T A GA T A A GA A GCT A - - - A GA GA GCGA T CT CA T T GT T A A T GGGA - - - - T A GA T A T A T T T T T T T T T T T T T T T

A GA T T A A T A A GCT T - - - GGT T A GCGGT T T T A T T GT T A A T A A A A - - - - T GA A GA T T A T A GGA A GT T T A T A A

A GA T T A A T A A GCT T - - - - T T T A GCT A T T T T A T T GT T A A T A A A A - - - - T GGA GA T T T A A GGGA GT T T A T A A

A GA T A T A T A A GCT T - - - - - T T A GCGT T T T T A T T GT T A A T A A A A - - - - A GA A GA T T T T A A A GA A A GT T A A A

A A GT A A T T A A GCT T - - - GT T T A GCT A T T T T A T T GT T A A T A A A A - - - - T GA A GA T T T T CA GGA A GT T T A A A

T A GA T A A T A A GCT T - - - - - - T A GCGA T T T CA T T GT T A T T GA A A - - - - T A GA A GA T T T A A T A T T T T T GT A T

Consensus

Occupancy

T A T T T A AGA AG CT T A + + T A T T AGCGT T T T CA T T GT T A A T GA A A T A A T AGA AGA T T T T A T T T T T T T T T T A T
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T CT A T T A T A GT GT T - - - T A CGCA CA T A A A A A T T T GA T T T T T A A A GT GA T GA - - - A T T CA T CT A A T A GA A

T CT A T T A T A GT GT T - - CT A T GCA CA T A A A A A T T T GA T T T T T A A A GT GA T GT - - - A A T CA T CT A A T A GA A

T A T A A CA A A GT G - - - - - - A A A CA CT T A A A A A T T T GA T T T T T A A A T T GGT A A - - A A T A T A CCT GT T CGT T

T T A GT T A T A GT GT T - - - - - - A CA CA T A A A A A T T T GA T T T T T A T A A T GA T T T - - - - A GA GT CT A A CT T T A

T A GT A T T T A GT T T T - - - - - A T A A CA T A A GA T T T T GA T T CT T A A A A T A A T GG - - - GGA CA T T A A T A CT A A

T A GCT T A A A GT A A A - - - - - T T T A CGT A GA A T T T T GA T T T CT A A T T T A A T GG - - - A GA CA T T T A A GCT A A

T A GT A T T GA GT T A A - - - - - A T A A CA T A A GA T T T T GA T T CT T A GGA T GA T GG - - - A A A CA T T A A T A CT A A

T CT A T T A T GGT GT A - - - A T A GCA CA T A A A A A T T T GA T T T T T A A A GA GA T A A - - - T T A T A T CT A A T A GA A

T T T A T T A A A GT GT T - - - T T T GCA CT T A A A A A T T T GA T T T T T A A A GA GA T A A - - A T T T T A T CT A A T A A A A

T T T A T T A A A GT GT A - - - CA T GCA CA T A A A A A T T T GA T T T T T A A A GA GA T A T - - A T T A T A T CT A A T A A A A

T CT A T T A A A GT GT A - - - A A T GCA CA T A A A A A T T T GA T T T T T A T A GA GA T A T - - A T A A T A T CT A A T A GA A

T CT A T T A A A GT GT C - - - GA T GCA CA T A A A A A T T T GA T T T T T A T A GA GA T A T - - A CT A T A T CT A A T A GA A

CT A CT A GGA GT GT T - - - A A A GCA CA T A A A A A T T T GA T T T T T A A A GA A A T GA - - - A A CCA T T CA GT A GT A

A CT A CGGGGGT GT A - A A A A A GCA CA T A A A A A T T T GA T T T T T A A A GA A A T GA - - - A T T CA T T CA GT A GT A

CT T CA CA A A GT CT A - - - CGA T GA CGCA A GA T T T T GA GT T T T GA A GA GA T GG - - - A T A CA T CT GT GA T CC

T T T GT T A A A GT GT A - - - T A T GCA CA A A A A A A T T T GA T T T T T T A A GA GA T T T - - A A A T A A T CT A A CA A GT

T CT A T T A A A GT GT T - - - A GCGCA CA T A A GA A T T T GA T T CT T A A A GA GA T GG - - T A A T CA T CT A A T A A T T

T CT A T T A A A GT GCT - - T T T CGCA CA T A A A A A T T T GA T T T T T A T A GA GA T A T - - A T CA T A T CT A A T T GA A

T CT A T T A T A GT GT A - T CCA CGCA CA T A A A A A T T T GA A T T T T A T A GT GA T A T - - T A T A T A T CT A A T A GA T

T CT GT T A T A GT GT A - C - T A T GCA CA T A T A A A T T T GA T T T A T A A A GT GG - - - - - - - - A T T T CT A A CA GA G

T T CA T T A A A GT GT A - - - - - T T CA CA T A A A A A T T T GA T T T T T A A A A A GGT A - - - - A A CT A CCT A A T T A T T

T CT T T T A A A GT GT T - - CA A CT CA CGT A A A A A T T T GA T T T T T A A A A A GGT A - - - - A A T T A CCT A A A T A T T

T CA A A CA T A GT GT A - - A A T A GCA CCT T A A A A T T T GA T T T T A A A A GA GG - - - - - - A A A T A T CCT GCCA T T

T CA A A CA T A GT GT A - - A A CA GCA CCT T A A A A T T T GA T T T T A A A A GA GG - - - - - - GA A CA T CCT GCCGT T

T CT A T T A A A GT GT A - - A CT T GCA CGT A A A A A T T T GA T T T T T A T A GA GA T A T - A CT T A T A T CT A A T A GA A

A T T GT T A T A GT GT T - - - T T T GCA CA T A A A A A T T T GA T T T T T A A A GGGA T A T - - - - - T T A T CT A A CA A T T

T T T A T T A A GGT GT C - - - CT T GCA CA T GA A GA T T T GA T T T T CA GGGA GA T GT - - - T A A CA T CT A A T A T A A

T T T A T T A T A GT GT T A A A A A A GCA CA T A A A A A T T T GA T T T T T A A A GT GA T GA - - - A T T CA T CT A A T A A A G

T T T A T T A A GGT GT T - - - - CT GCA CA T A A A A A T T T GA T T T T T A A A GGGA T GT - - - A A A CA T CT A A T A A T G

T T T A T T A A GGT GT C - - T T CA GCA CA T GA A A A T T T GA T T T T CA GGGA GA T GT - - T A A A CA T CT A T T A A CT

T T T A T T A A GGT GT C - - - T T CGCA CA T GA A GA T T T GA T T T T CA A GGA GA T GA - - - A T CCA T CT A A T A A T T

T T T A T T A A GGT GT T - CT T A A GCA CA T GA A A A T T T GA T T T T CA A GGA GA T GT - - A A T T CA T CT A A T A A T T

T T T A T T A A A GT GT A - - - CT T GCA CA T GA A A A T T T GA T T T T CA GA GGGA T GG - - - A GA CA T CT A A T A A A A

T T T A T T A A GGT GT T - - - CCCGCA CA T GA A A A T T T GA T T T T CA A GGA GA T GC - - - T CT CA T CT A A T A A A T

T T T A T T A A GGT GT C - T T A A A GCA CA T GA A A A T T T GA T T T T CA A A GA GA T GT - - T A T T CA T CT A A T A A T T

T CT A CT A A GGT GT C - - T A A CGCA CA T A A A A A T T T GA T T T T T A A A GA GA T A G - - - A T A T A T CT A GT A GA A

T A GA A T A A A GT GT C - - - - - A CCA CA T A A A A A T T T GA T T T T T A A GA A GA T A G - - - A A A T A T CT A T T T CT A

A A GA A T A A A GT CA T - - - - - - - - CCA T A GA A A T T T GA T T T CT A A A A A GA T A G - - - CA A T A T CT A T T T A T C

T CT A T T A A A GT GT C - - - A T CGCA CA T A A A A A T T T GA T T T T T A T A GA GA T - - - - - A A T T A T CT A A T A GA A

A A T GT T A A A GT GT T - - - T T T GCA CT T A A A A A T T T GA T T T T T A A A GA GA T A T - - - - - A A A T CT A A CA T T T

T T T T A A T T A GT GT A - - A A CCGCA CGT A A A A A T T T GA T T T T T A A A GA A GGCT - - A A T T A A T A A A T T A A T A

T A T T A T T A A GT GT G - - - T T A GCA CA T A A A A A T T T GA T T T T T A A A GA CT T T A - - A A T CA A T T A A A T T A T T

T T CT T A A A A GT GA C - - - A CCT CA CGT GT GGT T T T GGGCCA CA A A A A GA T GA - - - A A A CA T CCT T CT T A A

A A T A T T A A A GT GT A - - A T T T GCA CA T A A A A A T T T GA T T T T T A A A GA GA T GA - - - A A A CA T CT A A T T T T T

T CT A T T A T A GT GT C - - - CA CGCA CA T A A A A A T T T GA T T T T T A A A GA GA T A A - - A A T A A A T CT A A T A GA A

T CT A T T A T GGT GT T - - - A T T GCA CA T GA A CA T T T GA CT T T CA A A GA GA T T - - - - A A T A A T CT A A T A GA A

T T T T T A A A A GA CT T - - - - - - - A T T T A A CCT A T T T GT GA T T T T A A A A A A CA CA A A T A A A A A A GA CT A A A A

T CT A T T A A A GT GT T - - - CA CGCA CA T A A A A A T T T GA T T T T T A A A GA GA T T T - - - T T A A A T CT A A T A GA A

T CT A T T A CA GT GT A - - - - - - CCA CGT A A A A A T T T GA A T T T T A A A A A GA T T - - - - A T A A A T CT A A T A GA A

Consensus

Occupancy

T T T A T T A A AGT GT T A T A A A + GCA CA T A A A A A T T T GA T T T T T A A AGAGA T A T +A A A A A T A T CT A A T A A A A

trnQ
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm DHU arm Anticodon arm AA arm



Araneidae_Trichonephila clavata

 TψC arm

A A GGT A A T GA GCT T - - - - T GGA GCGGCT T A A T T T CGA CT T A A G - - TG A T GGA T A A T T T A - - GT GA A A T T

T T T A T T A A GA GCT T T - - - - - A A GCA GT T T A A T T T CGA CT T A A A T T A A GA A GA T T T T A T A - - GT GA A A T T

T T A A GGA GGA GCT GT - - - - A A A GCGA CT T A A T T T CGA CT T A A G - T T T T GA GA T T A A T T G - - GT GA A A T T

A A A GT A A A GA GCT A A - - - - - A A GCGGCT T A A T T T CGA CT T A A G - - CA GT GGA A T T A GT A - - GT GA A A T T

A T A GA A A A GA GCT A T - - - A A GGGCA GCT T A A T T T CGA CT T A A G - - T GT T GGA T T T A GT A - - GT GA A A T T

A T A GA A A A A A GCT A T - - - A A CA GCGGCT T A A T T T CGA CT T A A G - - T A GT GGGT T A A GT A - - GT GA A GT T

A T A A GA A A GA GCT A T - - - A T A A GCA GCT T A A T T T CGA CT T A A G - - T A GT GGA T T T A GT A - - GT GA A A T T

A A A T T A GA T A GCCA T - - - - A A GGCA GCT T A A T T T CGA CT T A A G - - - CCA T GA T T A T GT A - - GT GA A GT T

T T A T T T GA T A GCT A - - - - - GA A GCA GCT T A A T T T CGA CT T A A G - - - CA A T GA T T T A GT A - - GT GA A GT T

A T A A T A A A GA GCT T T T - - - - A GGCA A CT T A A T T T CGA CT T A A G - - T CA CGGA T T T A A T A - - GT GA A GT T

T T A A T A T A GCGCT T T T - - - - - A GCA GCT T A A T T T CGA CT T A A G - - T T A A GGGA A T A GT A - - GT GA A GT T

T T T A T GGA GT GCT A T T - - - T A A GCA GCT T A A T T T CGA CT T A A G - - T T T T GGT T T A T T T A - - GT GA A GT T

A A GA T T A T GA GCA A - - - - T A A A GCGGCT T GA T T T CGA CT T A A G - - T A A T GGA T T T A T T A - - GT GA A A T T

A A A GT T A T GA GCT T A - - - T A T A GCGGCT T GA T T T CGA CT T A A G - - T A A T GGA T T A GT T A - - GT GA A A T T

A A GA T T A A T A GCT A - - - - - - A A GC - GCT T GA T T T CGA CT CA A G - - T T T T GGA T T A A T T A - - GT GA A A T T

T A GT T T A T GA GCT T - - - - T A T A GCGGCT T GA T T T CGA CT T A A G - - T A A T GGA T T A T T T A - - GT GA A A T T

A A A A T A A T GA GCT T A - - - - A T A GC - GCT T A A T T T CGA CT T A A G - - T A GT GGA T T A A T T A - - GT GA A A T T

A T T A T A T A GA GCT T A - - - - A A A GCA GCT T A A T T T CGA CT T A A G - - T T A A GGA T T T A GT A - - GT GA A T T T

T T GT T T T T GA GCA T GT - - - - - - GCA GCT T A A T T T CGA CT T A A G - - T A T T GA A T A A T A T A - - GT GT T A T C

T T A GT T A T GA GCT T T - - - - A A A GCGGCT T A A T T T CGGCT T A A G - - A GA A GGA T A A A GT A - - GT GA A A T T

A GA GA A T A GA GCT A GT A T - - - GGCA GT T T GA T T T CGA CT CA GA - - A GGA GGGT A GT A GA G - GT GGGA T C

T GA T A GA A T - GT T A A A A CT A T A GT - GCT T GA T T T CGA CT T A A GT T T A A A A GA T A A T T T A - - GT A T GT T A

T GA T A GT GT - A T T A A - - - - T A A GT - GCT T A A T T T CGA CT T A GG - - T T T A GGT A A A T T T A - - GT A T T A T A

T GA T A GT A T T A T A A - - - - - - GT GT - A CT T A GT T T CGA CCT A A G - - T T T A GCT A A A T T T A - - GT A T T T T T

A A A T A GT A CA T T A CA CT T T A A A G - - A CT T GA T T T CGA CT T A A G - - T T A A GA T CT A T T A A - - GT A T A T T T

T GA T A GGA T A GT A A - - - - - T A T GGT GCT T A A T T T CGA CT T A GG - - CT T A GGT A A T T T T A - - GT A T T A T A

T A GA T A GT T T GT A T T T A - - - - - - - T A CT T A A T T T CGA CT T A A G - - T T T A GGCT A A A T T A A - GT A T A A A T

GGA A T T A GGA GCT T T - - - - A GA GCA GCT T A A T T T CGA CT T A A G - - T T T T GGA T A T A GT A - - GT GA A GT T

A GA A GGA T GA GCT GT A A - - - - GGCGA CT T A A T T T CGA CT T A A G - - T A A T GA T A A A T T T A - - GT GA A T T T

GT GA GGGT GA GCT T T A A - - - T GGCGA CT T A A T T T CGA CT T A A G - - T A A T GA A A T A A A T T T A GT GA A T T T

T A T T T A GGT A GCT A - - - - - - A GGCA T CT T GA T T T CGA CT CA GGGGT A T T T A A GT T T T A A - - A CA T CA T T

T T T A T T A T GA GCT T T - - - - A A A GCA T CT T A A T T T CGA CT T A A G - - A T T T GA T T T A T A T A - - GT GA A GT T

A GT A A A GA A GT GT T T T - - - - - CA CA - T CCA GT T T CGA CCT GGC - - CCCA GGT T T T CCCT - - T T A CT T T A

A GT A A CGCA GT GA A T - - - - - - CA CA - CT CA GT T T CGA CCT GA C - - CCCA GGGT A A CT CCCGT T A CT A T T

A GT A A A GA A GT GT T T T - - - - - CA CA - T CCA GT T T CGA CCT GGC - - CCCA GGT T A T CCCT - - T T A CT T T A

T T A A T A GT GA GCT T G - T T T A T A GCGGT T T GA T T T CGA CT CA A A - - A T A A GGA T A A T T T A - - GT GA A GT T

A T A A T A A T A A GCT A T - - - T A T A GCGT CT T A A T T T CGA CT T A A G - - - A A A A GA A T T T T T A - - GT GA A GT T

T T T A T GA T A A GCT A T - - - A T T A GCGGCT T A A T T T CGA CT T A A G - - T A A A GGA T A A T T T A - - GT GA A GT T

A T A A A T T A GA GCT T A - - - - - T A GCA T T T T GA T T T CGA CT CA A A - - A GA T GGA T T T T T T A - - GT GA A GT T

T T T GT A A T GA GCT T G - - - - A GGGCA GCT T A A T T T CGA CT T A A G - - T T A A GGA T A A T A T A - - GT GA A GT T

T T A A T T A A GT GCGA G - - - - - GT GCGGT T T GA T T T CGA CT CA A A - - A GGT GA T T A A T A T A - - GT GT A A A T

GT A A T A A T GA GCA A G - - - - T T T GCA GT T T GA T T T CGA CT CA A A - - A A A T GA A T A T A GT A - - GT GT A A T C

CT GA GA T T GA GCGT A - - - - A GA GCGT T A T GA T T T CGA CT T GT A - - A A A GGT CA T A GA T A - - GA T GGGGA

A A GA T T A T GA GCT T A - - - - A T A GCA A CT T GA T T T CGA CT T A A G - - T T A T GGA T T A T A T A - - GT GA A A T T

T T T A T GGGGA GCT T - - - T T A GA GCA GCT T GA T T T CGA CT T A A G - - T GA T GGA T T T GA T G - - GT GA A A T T

A CA A T T A GGA GCGT - - - - - - A A GCGA CT T A A T T T CGA CT T A A G - - T T A A GGA T T A A GA A - - GT T T T A T A

A T A T T A T A GCGT A A T - - - - - - GGCGGCT T A A T T T CGA CT T A A G - - A T T A GGT T GA A GA A - - GT GT T A T C

A T A T A A A A GA GCT A A A T - - - A GCA A - T T T A A T T T CGA CT T A A A - T A A A GGGT A A A A T T A - - GT GA A A T A

T GGT T T A T A A T A T CT T A - - A T T GA T GA CT A A T T T CGA CT T A GT - - T T T A GCA CA A A T A A - - CGA A T GA G

A GT T T GT A A A T CT A T A T - - - - GGA T T GT T GA T T T CGA CT CGA CA GA A GT GA A GA T GT T - - - GT GA A A GT

T GGT T A T GA GT CGT A A - - - - - - GA T GCT T GA T T T CGA CT T A A G - - A GGA GGT GA T T T A T GGGT GGGT T C

T GGT T A T GA GT CGT A A - - - - - - GA T GCT T A A T T T CGA CT T A A G - - A GGA GGGGT T T A T GG - GT GGGT T C

A A A T T A A T GT GCT T A - - - - T A A GCGGCT T A A T T T CGA CT T A A G - - A GGT GA T T A T A T T A - - GT GT A GA T

A GA A GT A T A A GCT A - - - A A A T A GCGGCT T GA T T T CGA CT T A A G - A T A T GA GA A T A T T T A - - GT GA A GA T

T A A GT A A A GA GCT A T - - GT A GA GC - GCT T A A T T T CGA CT T A GG - T GA A GGGA T T A T A T A - - GT GA T T CA

T A A GT A A A GA GCT A T - - - - - T A GCGA CT T A A T T T CGA CT T A A G - - T T T A GGA A A A T GT A - - GT GA A GT T

CT A GT A T A GA GCT A T - - - - T T A GCA A CT T A A T T T CGA CT T A A G - T A A T GA A A T A A A GT A - - GT GA A GT T

T A GA T T A A GA GCT T A - - - T A GA GCA T CT T A A T T T CGA CT T A A G - - A T A T GA A T T T T A T A - - GT GA A GT T

A A T A T A A GGA GCT T T - - - - A GA GCGT CT T GA T T T CGA CT CA A G - - T A GT GGGA A T A A T A - - GT GA A A T T

GT A A T A A A GA GCT T G - - - T T GA GCGGCT T A A T T T CGA CT T A A G - - T GA A GGGA GA GA T A - - GT GA A GT T

A A GT T A A GGA GCT T - - - - T GGA GCA GCT T A A T T T CGA CT T A A G - - - T GA T GA T T A A GT A - - GT GA A A T T

A T T A T A A A GA GCT T T - - - - GGA GCA GT T T GA T T T CGA CT CA A G - - T A T T GGA A T GA GT A - - GT GA A A T T

T T T A T A A A GA GCT T T - - - - T A A GCA T T T T GA T T T CGA CT CA A A - - A A A T GGGA A T A A T A - - GT GA A A T T

GA A GT GA GGA GCT A A - - - - - A A GCGGCT T A A T T T CGA CT T A A G - - T A A T GA T A A A A GT A - - GT GA A T A T

A GA CGA A A T T A GT A T - - - GA T T A C - GT T T T A T T T CCA A T A A A A - A GGT GGGA T T A A T T T - - T T A T A A T G

T T T T A GA T GA GCGT T - - - - GT GGCGGA A GA A T T T CGA CT T CT T - - T A GT GGT T T A T A A A - - GT A T T T T A

T A T GT GA T GA GCT T G - - - T A GA GCGGCT T A A T T T CGA CT T A A G - - T GGT GGA T A A A T T A - - GT GA A GT T

T T A T T A T GA A GCT A T - - - - A A A GCA GCT T A A T T T CGA CT T A A G - - A A A A GA T T T A A A T A - - GT GA A T T T

A T A A A T T A GA GCT T - - - - - A T A GCA T T T T GA T T T CGA CT CA A A - - A GA T GGA T T T T T T A - - GT GA A GT T

A A T A T A A T GA GCT T - - - - - A T A GCA GT T T GA T T T CGA CT CA A A - - T T A A GGA T T A T T T A - - GT GA A A T T

GCA GA T A GGT GCT A - - - - - - - GGCGGT A T GA T T T CGGCT CA T A - - A T A T GGA GA T T GA A - - GT A GA A T A

T T GA A T A A GA GCT T T - - T T A T A GCGGCT T A A T T T CGA CT T A A G - - T A A A GGA T A T A T T A - - GT GA A A T T

A A A GT A A GGA GCT T A - - T A A T A GCGGCT T GA T T T CGA CT T A A G - - A T A A GGA T A A T T T A - - GT GA A GT T

CT A GT A A T GA GCT GT - - - - T T GGCGGCT T A A T T T CGA CT T A A G - - A CA A GGA T T A T A T A - - GT GA A T T T

T A A GA A A GT A GCT T G - - - - T A A GCGGCT T A A T T T CGA CT T A A G - - A T A T GGA A A A T T T A - - GT GA A T T T

T A A GT A A A GA GCT T A - - - - GT T GCGGCT T GA T T T CGA CT T A A G - - A T A A GGA T A A T A T A - - GT GA A GT T

T A GT T GGGT A GCGA - - - - - - A A GCGT CT T A A T T T CGA CT T A A G - GA A T A GGT T T A A GT A - - GT GA A A T T

Consensus

Occupancy

+ T A A T A A AGA GCT T T T AT T A A A GCGGC T T A A T T T CGA CT T A AGT T T A A AGG AT T A T T T AGGG T GA A A T T
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Araneidae_Trichonephila clavata

 TψC arm

GA A T A GT T T T A T - - GGA A GCT GCT A A CT T CC - T A T T A GCT GA - - - - - - - - T GGCT GCT A T A A G

GA A T A GT T A A A - - - T GA A GCT T CT A A CT T CT A A T A T A GCGG - - - - - - - - - T A GCT A CT GT T T A

GA A A A GT T A T C - - - A GGGGCT T CT A A CT T CT A A A T T A GCGG - - - - - - - - - T A GCT A CT A A T T T

GT A T A GT A A A T - - - T GA A GCT T CT A A CT T CT A A T T T A GCGG - - - - - - - - - T A GCT A CT A A A A A

GGA T A GT GA A T - - - T GA A GCT T CT A A CT T CT A A A T T A GCGG - - - - - - - - - T A GCT A CT A T A GA

GA A T A GGGA A A - - - T GA A GCT CCT A A T T T CT A A A T T A GGGG - - - - - - - - - T A GCT A CT A T A GA

GA A T A GT A A A T - - - T GA A GCT T CT A A CT T CT A A A T T A GCGG - - - - - - - - - T A GCT A CT A T A A G

GA A T A GT A A A A - - - T GA A GCT T CT A A CT T CT A A A T T A GCA A - - - - - - - - A T A GCT A CT A A A T T

GA T A A GT A A A A - - - T GA A GCT T CT A A CT T CT A A A T T A GCA A - - - - - - - - A T A GCT A CT T A T T T

GT A T A GT A A A T - - - T GA A GCT T CT A A CT T CT A A A T T A GCGG - - - - - - - - - GT GCT A CT A T A A T

GA A A A GT A A A A - - - T GA A GCT T CT A A CT T CT A A A T A A GCGG - - - - - - - - - T A GCT A CT T A A T A

GA A T A GT A A A A - - - T GA A GCT T CT A A CT T CA A A GA T A GCGA - - - - - - - - - T A GCT A CT A T T T A

GA A T A GT T T A T A - - T GA A GCT T CT A A CT T CT A GA T T A GCGG - - - - - - - - - T A GCT A CT A A GA T

GA T T A GT GA A T - - - T GA A GCT T CT A A CT T CT A A A T T A GCGG - - - - - - - - A T A GCT A CT A A A GT

GA A T A GT T A A T - - - T GA A GCT T CT A A CT T CA A A A T T A GCA A - - - - - - - - A T A GCT A CT A A A GA

GA A T A GT GA A T - - - T GA A GCT T CT A A CT T CT A A A A T A GCGA - - - - - - - - - T A GCT A CT A A T A G

GA A T A GT GA A T - - - T GA A GCT T CT A A CT T CT A A A T T A GCA A - - - - - - - - A T A GCT A CT A T A A T

GA A T A GT A A A T - - - T GA A GCT T CT A A CT T CT A A A T T A GCG - - - - - - - - - A T A GCT A CT A T T A T

GA A T A GT T T A T A - - A A A A GCT GCT A A CT T T T - T T A T A GT GT - - - - - - - - - T A A CT A CT A T T T T

GA A T A GT T T T T - - - GGA A GCT GCT A A CT T T CA T GA T A GT T T - - - - - - - - A T A GCT A CT A T T A G

GGA A GA T GA T T - - - A A GGGCT GCT A A CT CT T - A T A A A GT T G - - - - - - - - A A A GCT A GA GA A T A

A GGT A A T T T A A A - - A GA A GCT GCT A A CT T T T - T GA T A GA A T GT T A A A A CT A T A GT GCT T GA T T

A GA T A GT T T T A T - - A A A A GCT GCT A A CT T T T - T GA T A GT GT A - - - - T T A A T A A GT GCT T A A T T

A GGT A A T T T T A T - - A A A A GCT GCT A A CT T T T - A GA T A GT A T T - - - - - A T A A GT GT A CT T A GT T

A GA T A GT T T A T T - - GA A A GCT GCT A A CT T T T - A A A T A GT A CA T T A CA CT T T A A A GA CT T GA T T

GGA T A A T T T T A T - - A A A A GCT GCT A A CT T T T - T GA T A GGA T A - - - GT A A T A T GGT GCT T A A T T

A GA T A GT T T T T - - - GA A A GCT GCT A A CT T T T - A GA T A GA T A G - - T T T GT A T T T A T A CT T A A T T

GGT T A GT T T A T T A - A GGGGCT GCT A A CT T CT - T A T GA GCT T - - - - - - - A T T GGCT A CT T A GGA

GA A T A GT A A T T - - - GGA A GCT GCT A A CT T T CA A A T T A GT T A - - - - - - - - A T A A CT A CT A T T A A

GA A T A GT GA T T - - - GA A A GCT GCT A A CT T T CA A A T T A GT T A - - - - - - - - A T A GCT A CT A T T GT

A A T A A GT T T A A - - - T A A A GCT GCT A A CT T T A - GT T T A GT G - - - - - - - - - A A A A CT A CT T T T A T

GGT T A GT GT T A - - - GA A A GCT GCT A A CT T T CT T A T T A GCA A - - - - - - - - - A A GCT A CT T T A T T

A A GGA A A T CA A T - - T T A GGCT GCT A A CCT A A - - T A A A GCCCT - - - - - - T - A T GCT A T T CCT T T

A GA A GGA CT A - - - - T T A GGCCGCT A A CCT A G - T CT CA GCA T - - - - - - - - - T CGCT A CCT T CT T

A GGA GA GGA A A A - - T T A GGCCGCT A A CCT A A - - A A T A A C - - - - - - - - - T T A A GT T A T CT CCT T

GA T A A GT T T T A T - - A GGGGCT GCT A A CT T CT A GT A T A GCGG - - - - - - - - - GA GCT A CT T A A T A

GT T A A GT T A T T - - - GA A GGCT GCT A A CT T T CGA T A T A GT G - - - - - - - - - GA A A CT A CT T A A T A

GT T A A GA T T T T T - - GA A A GCT GCT A A CT T T T A A T A T A GCGA - - - - - - - - A T A GCT A CT T T A T G

GA A A A GT A T T T - - - A A A A GCT GCT A A CT T T T - - T A T GA GT A T - - - - - - A T T A T GT A CT A CT T T

GA T A A GT T T A T T T - GA A A GCT GCT A A CT T T T A A T A T A GCGA - - - - - - - - T T A GCT A CT T T GT A

GA A T A GT A T T T A - - A A A A GCT GCT A A CT T T T - T A T A A GCGT T - - - - - - - A A A GCT A CT T T A A T

GT T A GGT T T T T A - - GA A A GCT GCT A A CT T T T - T A A T A GT A T - - - - - - - - A A A A CT A CT T A A A G

GA GA GGT A CA T T A - A A GA GCT GCT A A CT CT T - T T T T A GT T G - - - - - - - - A A T A CT GCCT GA GA

GA A T A GT T T A T A - - GGA A GCT T CT A A CT T CT - T GA T A GCT A - - - - - - - - A A GGCT A CT A A A GA

GA T T A GGA T A T - - - GA A A GCT GCT A A CT T T C - T T T T A GCGT - - - - - - - - - T A GCT A CT A A T T T

GGA A GGT T T A A T T - A A A A GCT GCT A A CT T T T - A T A T A GCT A - - - - - - - - A A T GCT A CA A T T A G

GA A A A GT T T A T A GA A A A A GCT GCT A A CT T T T - T T A T A GCT A - - - - - - - - A GA GCT A CA A GT A G

GA A T A GT T A T A A G - A A A A GCT GCT A A CT T T T - T GT T A GT G - - - - - - - - - A A A A CT A CT A T T T A

GA T GA GT T A T A T G - A GCA GCT GCT A A CT GT T - T T T T A GT T T - - - - - - - - A T T GCT A A A T T A A T

GA T GT GT T T T GT G - A A CA GCT GCT A A CT GT T - T T T T A GT T T - - - - - - - - T A A GCT A A GT T T GT

GA T T A GT T T T GT A - A GCA GCT GCT A A CT GT T - T T T T A GGT G - - - - - - - - - T GGT T A T GA GT CG

GA T T A GT T T T GT A - A GCA GCT GCT A A CT GT T - T T T T A GGT G - - - - - - - - - T GGT T A T GA GT CG

GA T T A GT A A T A T T - A A A A GCT GCT A A CT T T T - A T A T A GCGA - - - - - - - - A T A GCT A CGA A A A T

GA T T A GT T T A A T T - A A A A GCT GCT A A CT T T T - A T A A A GCG - - - - - - - - - A T A GCT A CT A GA A G

GA T T A GT T T A T A A - GA A A GCT GCT A A CT T T T - T T A T A GCA T - - - - - - - - A GA GCT A CT A A GT A

A T A A A GT T A A T A - - A A A A GCT GCT A A CT T T T - T A A A A GCGA - - - - - - - - T T A GCT A CT A A GT A

GA A T A GT A A A T GA - GA A A GT T GCT A A CT T T T - T T A T A GCGT - - - - - - - - - A A GCT A CT A GT A T

GA T GA A T T A T A A - - GGA GGCT GCT A A CT T T C - T T GT A GCG - - - - - - - - - GT A GCT A T A T A GA T

GA A T A GT T A A A A G - GGA A GCT GCT A A CT T T C - T T A T A GCG - - - - - - - - - A T A GCT A CA T A A T A

GA A T A GT CA GA T A GGGA A GCT GCT A A CT T T C - T T A T A GCGA - - - - - - - - GT A GCT A CT A A GA G

GA A T A GT CA T A T A T GGA A GCT GCT A A CT T T C - T A T T A GCGT - - - - - - - - A T A GCT A CT T GA T A

GT A T A GT T T A T A A - GGA GGCT GCT A A CT T T C - T T GT A GCG - - - - - - - - - GA A GCT A CA A T T A T

GA T T A GT T T A T A - - A A A A GCT GCT A A CT T T T - T T A T A GCGA - - - - - - - - A T A GCT A CT T T A T A

GA T T A GT T T A T - - - GA A A GCT GCT A A CT T T T - A A A T A GCGA - - - - - - - - - GT GCT A CT A GA A G

GGT T A A GT GCT T - - A GT GGCT GCT A A CCGCT - T A T T A GT T GT - - - - - - - T GGA CT A GGA A GGG

GGT T A A T GT A A T - - A GT A GCT GCT A A CT A CT - T T GT A GT T T A - - - - - - T A T A A CT A T T T T A GA

GA A T A GT A A A GG - - GGGA GCT GCT A A CT T T C - T A T T A GCGA - - - - - - - - A A A GCT A CT A T GT G

GA A T A GT T T A T G - - A A A A GCT GCT A A CT T T T - T A T T A GT T A - - - - - - - - A T A A CT A CT T A T T A

GA A A A GT A T T T - - - A A A A GCT GCT A A CT T T T - T A T GA GT A T - - - - - - - A T T A T GT A CT A CT T T

GA A A A GT T T T T - - - A A A A GCT GCT A A CT T T T - T A T T A GT T A - - - - - - - - A A A A CT A CT T A A T A

GGGA A GT A A A GT A - T GGGGCT GCT A A CT T CA - T T A T A GT T A - - - - - - - - A T A A CT GCA GA T A G

GA T T A GT T T A T A T - GA A A GCT GCT A A CT T T T - A T T T A GT T A - - - - - - - - A T T A CT A CT A A T T T

GA T A A GT T T A T A - - GA A A GCT GCT A A CT T T T - T A A T A GT T A - - - - - - - - A T A A CT A CT T A A A G

GA T A A GT T T A T A - - A A A A GCT GCT A A CT T T T - T A A T A GT T A - - - - - - - - A T A A CT A CT A GT A A

GA T A GGT T T T T A - - GGA A GCT GCT A A CT T T C - T T A T A GT T A - - - - - - - - A T T A CT A CT T A A GA

GA T A A GT T T A A - - - GA A A GCT GCT A A CT T T T - A A A T A GT T A - - - - - - - - A T A A CT A CT A A GT A

GA A T A GT T T A T - - - GA A A GCT GCT A A CT T T T A T T A T A GT GA - - - - - - - - - T GA T T A CT A CT A T

G A A T AGT T T A T T A + A + A AG CTG CT A A CT T T T A T A A T AG CG A + T T A +TA T A T AG CT AC T A A A T T
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Araneidae_Trichonephila clavata

 TψC arm

GA T T T T A T T T A A A - - - A T T GT T T T GA A A GCA GT - - - T T A T A A GA - A A A T A T T T CT T T A A A GT CT

GA T T T T A A T T GT T A - - A A T GT T T T GA A A A CA T T - - - T A T T A A GA - - - A T A A T T CT T T A A A A T CA

GA CT T T A T A T A A A - - - A A T GT T T T GA A A GCA T T - - - T T A CA A GA - - T A A GT A T CT T T GA A GT CA

GA T T T T A T A A T GA A - - GA T GT T T T GA A A A CA T T - - - T T A A A A GA - - A A A A GT T CT T T A A A GT CA

GA CT CGA CT A A A A - - - GA T GT T T T GA A A A CA T T - - - T T A T A A GA - - GGT A A A T CT T T A GA GT CA

GA T T CT A T T T A A A A - - GA T GT T T T GA A A GCA T C - - - T T A T A A GA - - A A T T CT T CT T T A GA GT CA

GA CT CT A T T A A A T - - - GA T GT T T T GA A A GCA T T - - - T T A T A A GA - - GA T A A A T CT T T A GA GT CA

GGCCT T A T A A A T A A - - GGT GT T T T GA A A A CA T C - - - T T T T A A GA - - - T A A A A T CT T T GGGGT CA

GGT CT T A T GT A T - - - - A A T GT T T T GA A A GCA T T - - - T T T A A A GA - - - - GT A T T CT T T A A GA CCA

GA CT T T A T T T T GA A A - A A T GT T T T GA A A GCA T T - - - T T A A A A GA - - A A T A A T T CT T T A A A GT CA

GA T T T T A A T A A CA A - - A A T GT T T T GA A A A CA T T - - - T T T A A A GA - - - CT T A GT CT T T A A A GT CA

GGCT T T A T A A T A A A - - GGT GT T T T GA A A A CA CC - - - T T A T A A GA - - - T A T A A T CT T T A A A GT CA

GA CT T T A T A T A A A - - - A T T GT T T T GA A A GCA A T - - - T T A T A A GA - - A A T A A T T CT T T A A A GT CA

GA T T T T A A T T GA G - - - GT T GT T T T GA A A GCA A T - - - CT A T A A GA - - GA T A GT T CT T T A A A GT CA

GA T T T T A T T T A A A - - - GT T GT T T T GA A A GCA A T - - - T T A T A A GA - - A A T A A T T CT T T A A A GT CA

GA T T T T A T A A A GA T - - GT T GT T T T GA A A GCA A C - - - T T GT A A GA - - A A T A GT T CT T T A A A GT CA

GA CT T T A T T T A A G - - - GT T GT T T T GA A A GCA A C - - - T T GA A A GA - - A A T A GT T CT T T A A A GT CA

GA CT T T A A T T A A A - - - GT T GT T T T GA A A A CA A C - - - T T A T A A GA - - - A A T A T T CT T T GA A GT CA

GGCT T T A T T A A A - - - - A T T A T T T T GA A A A T A A T - - - T T A T A A GA - - - - - A T A T CT T T A A A GT T T

GA CT T T A T GA A T - - - - A T T GT T T T GA A A GCA GT - - - A GA T A A GA - - - A T GA T T CT T T A A A GT CA

A A CT CT A T T T T - - - - - T T T GT T T T GA A A A CA A A - - - A GT T A A GA - - - - A A A A T CT T T A GA GT CG

GA T T T T A T GA T A - - - - A GT A T T T T GA A A GT A T T - - - T A A T A A GG - - - T T A GT CCT T T A A A A T T A

GA T T T T A A T A A - - - - - A GT A T T T T GA A A A T A CT - - - T A A T A A GG - - CA GGT T CCT T T GT A T T A A

GA T T T T A A T GA - - - - - GGT A T T T T GA A A GT A CC - - - T GA GA A GG - - - T T GA T CCT T T A GT A A T G

GA T A A T A A T A A - - - - - T GT A T T T T GA A A GT A CT - - - GT A GA A GG - T A A GGT GCCT T T A T A T A A A

GA T T T T A GT A A - - - - - A A T A T T T T GA A A A T A T T - - - T A A T A A GG - - T T A GA T CCT T T A T A T T A A

GA T T T T A GCGA - - - - - A GT A T T T T GA A A A T A CA - - - T A A T A A GG - - - T T CT GCCT T T A A A T A A A

GA T T T T A T GA A A - - - - A A T GT T T T GA A A GCA T T - - - T A A GA A GG - - - A T T A T CCT T T A A A A T CA

GA CT T T A T A A A T A - - - A T T A T T T T GA A A A T A A T - - - T A GGA A GA - - - - - T A A T CT T T A A A GT CA

GA CT T T A T A A T A - - - - GT T GT T T T GA A A A CA GT - - - T A GT A A GA - - - - - T A T T CT T T A A A GT CA

A T T T CT A T GA T - - - - - T GT GT T T T GA A A A CA CT - - - T A GT A A GG - - - - - - T A A CT T T A GT A T T A

GA CT T A A A T T T A - - - - GT T GT T T T GA A A A CA A T - - - T T T T A A A G - - A A A A T T CT T T T T A A GT CA

GCCA A T T T T GGCA - - - A T T GT T T T GA A A A CA A T T A A T T T T A GGT - - - - - - - CT CCT A A GA GT T T

GCT T T T A GCA - - - - - - GT T GT T T T GA A A GCA A C - - GA T A CA GG - - - - - T CA CCCT - A A GA GT T T

GCCA A T A GGCA - - - - - A T T GT T T T GA A A GCA A A - - - - - T T A A GA - - - - T T T A T CT - A GGA GT T T

GGCT T T A GT T T A - - - - A T T GT T T T GA A A A CA A T - - - T T A T A A GA - - - A T A T T T CT T T A A A GT CT

GGCT T T A T T T A A - - - - A T T GT T T T GA A A A CA A T - - - T T T T A A GA - - - - - A A T T CT T T A A A GT CT

GGCT T T A T T T T A - - - - GT T GT T T T GA A A A CA A T - - - T T T A A A GA - - A A T A T T T CT T T A A A GT CT

GGCT T T A T T T T A - - - - GT T GT T T T GA A A A CA A T - - - T T T A A A GA - - A A T A T T T CT T T A A A GT CC

GGCT T T A T T T T A - - - - A T T GT T T T GA A A A CA A T - - - T T T T A A GA - - - A A T T T T CT T T A A A GT CT

GA T T T T A A T A T T A - - - A T T GT T T T GA A A GCA GT - - - T A T A A A GG - - - - A T T T CCT T T A A A GT CT

GA T T T T A A A A T T A - - - A T T GT T T T GA A A A CA GT - - - T A T GA A GA - - - T A A A T T CT T T GA A GT CT

GGGT T CA A T A A T - - - - GGT A T T T T GA A A GT A CT - - - A GA GA A GG - - - A A T T T CCT T T GA A CCGG

GA T T T T A A T T T A T A - - A A T GT T T T GA A A GCA T T - - - T T T A A A GGT T CA T A T A CCT T T A A A GT CA

GA CT T T A GGA GT - - - - GGT GT T T T GA A A GCA T T - - - A A T T A A GG - - - - GT A A CCT T T A A A GT CT

GA CT T T A T A T A A A - - - GT T GT T T T GA A A A CA A T - - - T T A T A A GA - - - - T T A T T CT T T A A A GT CA

GA CT T T A GT A A T A - - - A T T GT T T T GA A A A CA GT - - - T T T T A A GA - - - GA T A T T CT T T A A A GT CT

GA T T T T A T T T A A A - - - A T T GT T T T GA A A A CA A T - - - T T GA A A GA - - - - T T A GT CT T T A A A GT CA

GA T T CT A T A A A T G - - - GA T A T T T T GA A A GT A T T - - - CT A T A A GG - - - - - T A A T CT T T GGCT T GA

GGT T CT A T A T A T G - - - A GT A T T T T GA A A GT A CT - - - CT A T A A GG - - - - - T A A T CT T T GGT A CA T

GA T T CT A A CA A T G - - - GA T GT T T T GA A A GCGT C - - - CT T T A A GG - - - - - T A A T CT T T GGGCT GT

GA T T CT A A T A A T G - - - GGT GT T T T GA A A GCGCC - - - CT T T A A GG - - - - - T A A T CT T T GGGCT GT

GA CT T CA T T A T A - - - - GT T GT T T T GA A A GCA GC - - - T T A T A A GA - - - A T GCT T CT T T A A A GT CT

GA T T T CA T T A A T A - - - A T T GT T T T GA A A GCA GT - - - T T A T A A GA - - - A T A T T T CT T T GA A GT T T

GGCT T T A A T T A A A - - - GCT A T T T T GA A A GT A GT - - - T T A A A A GG - - - A A A T T CCT T T A A A GT T T

GA CT T T A T T A A T A - - - A T T A T T T T GA A A GT A GT - - - T A A T A A GA - - - - T T A A A CT T T A A A GT CA

GA CT T T A T T A T A - - - - A T T A T T T T GA A A A T A A T - - - T A A T A A GA - - - - A T A T T CT T T A A A GT CA

GA T T T T A A T A T A T A - - A T T A T T T T GA A A A T A A T - - - T A A T A A GG - - - - A T T T CCT T T A A A A T CA

GA CT T T A A T T A T A - - - A T T A T T T T GA A A GT A A T - - - T A A GA A GG - - - - A T T T CCT T T A A A GT CA

GA CT T T A T T A A T A - - - A T T A T T T T GA A A GT A A T - - - T GA T A A GG - - - - A A T T CCT T T A A A GT A G

GA CT T T A GT T A T A - - - GT T A T T T T GA A A GT A A C - - - T T GA A A GA - - - - - T T T T CT T T A A A GT CA

GGCT T T A A GT A T A - - - A T T A T T T T GA A A GT A A T - - - T A A T A A GG - - - A T T T T CCT T T A A A GT CA

GA T T T T A T T T A T A - - - A T T A T T T T GA A A GT A A T - - - T A A A A A GG - - - A A T T T CCT T T A A A GT CG

GA CT T T A A T A G - - - - - A A T GT T T T GA A A GCA GT - - - CGGGA A GG - - - T T A T T CCT T A A A A GT CA

GT T T CT A GT A A C - - - - GGT A T T T T GA A A GT A CT - - - A GGT A A GG - - - - GT A GCCT T T A GGCA GT

GA T T T T A T A A T - - - - - T A T GT T T T GA A A A CA T T - - - GA A T A A GG - - - CT GA GCCT T T A T A GT T G

GGCT T T A T T A A A - - - - GT T GT T T T GA A A GCA A T - - - T A A T A A GA - - - - T T A GT CT T T A A A GT CA

GA T CCT A T T T A - - - - - T A T GT T T T GA A A GCA T T - - - T A CT A A GA - - - - A A T T T CT T T A GGGT CA

GT T T T T A T T A A - - - - - A GT GT T T T GA A A A CA CT - - - T CT A A A GA - A A A A T T T T CT T A A A A GCCA

GT T T T T A A T A A - - - - - A GT GT T T T GA A A A CA CT - - - T A T CA A GG - - A A A A GT CCT T A A GA GCCA

GT T T T A GA A A T T - - - - T CT A T T T T GA A A GT GGA - - - A T A T A A GG - - - A T T GT CCT T CGA A A GT G

GGCT T T A T A T T A GT A A A A T GT T T T GA A A GCA T T - - - T T T A A A GA - A T T T T A T T CT T T A A A GT CA

GA CT T T A T T T A A G - - - GGT GT T T T GA A A GCA T C - - - T T A T A A GA - - - - - T A A T CT T T A A A GT CT

GA CT T T A CT T T A A - - - GA T GT T T T GA A A GCA T T - - - T A A T A A GA - - - - T A A T A CT T T A A A GT CT

GA CT T T A T T A A A - - - - GA T A T T T T GA A A A T A T C - - - T A T A A A GA - - - - T T A A T CT T T A A A GT CT

GA CT T T A CT A A T A - - - A A T GT T T T GA A A GCA T T - - - T T T A A A GA - - - - - T T A T CT T T A A A GT CT

GGCT T T A T A T T T - - - - GA T A T T T T GA A A GT A T C - - - T A T T A A GA - - - A A T GT T CT T T GA A GT T T

Consensus

Occupancy

GA CT T T A T T A A A A A A A A T T GT T T T GA A A GCA A T T A + T T A T A AGA TA A A T T A T T CT T T A A AGT CA

trnS2
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm Anticodon arm AA armD loop



Araneidae_Trichonephila clavata

 TψC arm

T GT T GA T T A GT T T A A GT - A A A A T A T A A GT T T T GT A A GCT T A - - - A GA T CT A A - - A T A A A GT A

GA T T GA T T A GT T T A A GT - A A A A T A A A A A T T T T GT A A GT T T A - - A GA A T CT A A - - A A GGA T CA

T GT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T T CT A T - - A GGCA T CA

T GT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T CT T A T - - CCT T A T CA

GGT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T T CT A A - - A GA CA T CA

GGT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T T CT A G - - A A A CA T CA

A GT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T T CT A A - - A GA CA T CA

GGT T A A T T A GT T T A A GT - A A A A T A A A A A T T T T GT A A GT T T T - - A GA A T CT A A - - A T A GA CCA

GA T T A A T T A GT T T A A GT - A A A A T A A A A A T T T T GT A A GT T T T - - A GA A T CT A A - - A T A GA T CA

GGT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA A T CT A A - - T A A CA T CA

GGT T A A T T A GT T T A A GT - A A A A T A A A A A T T T T GT A A GT T T T - - A GA T T CT A A - - T A A GA T CA

GA T T A A T T A GT T T A A GT - A A A A T A A A A A T T T T GT A A GT CT T - - A GA A T CT A A - - A A A CA T CA

GT T T GA T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T T CT A A - - T A T CA T CA

GT T T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T T CT A T - - A A GCA T CA

GT T T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A A GT T CT A T - - A A A CA T CA

GT T T GA T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T CCT A A - - T A A CA CCA

GT T T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA A T CT A A - - T A A CA T CA

T GT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T T - - A GA T T CT A A - - GA A GA T CA

GT T T A A T T A GT T T A A GT - A A A A CA GA A GT T T T GT A A GCT T G - - - T GA T CT A T - - A CA A A GT A

GA T T GA T T A GT T T A A GT - A A A A CA GA A GCT T T GT A A GT T T A - - - A A A T CT A A - - T A GA A A A A

A GT T A A T T A GT T T A A GT - A GA A T GA A A GT T T T GT A A GCT T A - - A GGT CT T A G - - A T GGA A A T

T A A T GT T T GGT T T A A GT - A A A A CA T A A A CT T T GT A A GT T T A - - - A A A T CT A A T - T T A A A A A A

T A A T GT GT A GT T T A A T T - A A A A CA T GA GCT T T GT A A GT T T T - - - T A T T GT A A - - A T A T GT GA

T A A T GCGT GGT T T A A GT - A A A A CA T A A A CT T T GT A A GT T T A - - - A GT T A A A A - - A GA CA T A G

A A A T GT GT A GT T T A A GT - A A A A CA GA A A CT T T GT A A GT T T A - - - T T T T A T A T - - A A GA A T GT

T A A T GT GT GGT T T A A GT A A A A A CA T A A A CT T T GT A A GT T T A - - - CA T T A CA A - - A A A T A CGT

A A A T GT GT A GT T T A A GT - A A A A T A T A A A CT T T GT A A GT T T A - - - A GT T A T A G - - A A A T GT GA

GA A T A T A T A GT T T A - - T A A A A A T A T A A A CT T T GT A A GT T T A - - - A GA T CT A A - - A GGGA A A A

GGT T T A T T A GT T T A A GT - A A A A T A A A A GCT T T GT A A GT T T A - - - A GA T CT A A - - T T A T GT A A

GGT T A A T T A GT T T A A GT - A A A A T A A A A GCT T T GT A A GT T T A - - - A GA T CT A A - - T T A T A A A A

T A T T A A T T A GT T T A A GT - A A A A T A GA A A T T T T GT A A GT T T C - - - A GA T CT A A - - A A GA A GA A

GT T A A A T T A GT T T A A GT - A A A A T A A GA A T T T T GT A A GT T CT - - - A GA CCT T T T A A T T GGT T A

GCT CT A A T A GT T T A A T T - A A A A T A T T GA T T T T GT A A CT CA A - - - A GA T CCA T T - T T GGA GCT

GCT CT CA T A GT T T A A T A - A A A A CA T CGA CT T T GT A A T T CGA - - - A A T T T T A T - - A CA GA GCT

GCT CT A A T A GT T T A A T A - A A A A T A T T GA T T T T GT A A T T CT A - - - A GA T T T A T - - T T A GA GCT

GA T T GGT T A GT T T A A GT - A A A A CA T A A A T T T T GT A A A T T T A - - - A GA T T T A A G - A T A GT GA A

GA T T GGT T A GT T T A A GT - A A A A CA T A A A T T T T GT A A A T T T A - - A A A T T T T A A - - A A A A A A A A

GA T T GGT T A GT T T A A GT - A A A A CGT A A A T T T T GT A A A T T T A - - - - A A A T T A A - - T T A A GT A G

GA T T GGT T A GT T T A A GT - A A A A CA T A A A T T T T GT A A A T T T A - - - A A A T T T A A - - T T A A A T A A

GA T T GGT T A GT T T A A GT - A A A A CA T A A A T T T T GT A A A T T T A - - - - A A A T T A A - - T T A A A T A T

T A CT A A T T A GT T T A A GT - A A A A CA T A A A T T T T GT A A A T T T A - - A GA A GT T A T - - A T A A A T GA

T A T T A A T T A GT T T A A GT - A A A A CA T A A A T T T T GT A A A T T T A A GA A GGA T T A A - - A T A A A T A T

GGGA T A T T A GT T T A A GT - A T A A CGCA A GCT T T GT A A GT T T A - - - A GA T CT A A T - GA A T A T T A

GGT T A A T T A GT T T A A GT - A A A A T A A A A A CT T T GT A A GT T T A - - - A GA T CT A T A A A GA A A T A A

A T A GA GT T A GT T T A A GT - A A A A T A GA A GT T T T GT A A GT T T C - - - A GA T T T A A G - A A A A A T A A

GGT T GA T T A GT T T A A GT - A A A A CGT A A A T T T T GT A A GT T T A - - - A T T T CT A T - - A A A A T A A A

GGT T GA T T A GT T T A A GT - A A A A CA T A A A T T T T GT A A GT T T A - - T A T T T CT A A - - A A T CA T A T

GT T A A A T T A GT T T A A GT - A A A A T A CA GA T T T T GT A A GT CT A - - A GA T T CT T T - - T T A T A A T T

T GT T GA GT A GT T T A T T T A A A A A T GT A A A T T T T GT A A A T T T A A GA A G - - - - - - - - A A A T A T T T

GCT A GGGT A GT T T A A T T - A A A A CA T A A A T T T T GT A A A T T T GA GA GGG - - - - - - - T T A T A T T A

GGT T GT T T A GT T T A GGT - A A A A CA GGGGT CT T GT A A A T CCT T GA CGA CT A GA - - GT A T A GCC

GGT T GT T T A GT T T A GGT - A A A A CA GGGGT CT T GT A A A T CCT T GA CGA GCT A GA - GT A T A GCC

GA T T GGT T A GT T T A A GT - A A A A CA T A A GT T T T GT A A A T T T A - - - T GA T CT A T - - T GA T A A T T

GT T T GA T T A GT T T A A GT A A A A A CA T A A A T T T T GT A A A T T T A - - - A A T T CT A A - - A A T A A T A G

A GT T GA T T A GT T T A A GT - - A A A CA A A GGCT T T GT A A GT CT A - - - A A A T CT A A - - A T A T T GA A

GGT T A A T T A GT T T A A GT - A A A A CA GA A GT T T T GT A A A T T T C - - - A GT T CT A T - - A A A T T A T A

A GT T A A T T A GT T T A A GT - A A A A T A GA GA T T T T GT A A GT CT A - - CGA T T CT A T - - A T A T T A A A

A GT T A A T T A GT T T A A GT - A A A A CGA A A A T T T T GT A A GT T T A - - - A GA T CT A A - - T T A A A T A A

GGT T A A T T A GT T T A A GT - A A GA CA GA A A T T T T GT A A A T T T C - - - A GA T CT A A - - A T A T T GA T

GGT T GA T T A GT T T A A GT - A A A A CA GA A GT T T T GT A A A T T T C - - - A A A T CT A A - - T A T A A GA T

T GT T A A T T A GT T T A A GT - A A A A CGT A A A T T T T GT A A A T T T A - - - T A A T CT A G - - A A A T T A T A

GGT T GA T T A GT T T A A GT - A A A A CA T A A GT T T T GT A A A T T T A - - - A GT T CT A T - - A T A T T T A T

GGT T GA T T A GT T T A A GT - A A A A CA GA A GT T T T GT A A A T T T C - - - A GT T CT A T - - A T A T T T A T

A GT T GA T T A GT T T A A GT - A A A A T A GA A A CT T T GT A A GT T T A - - - A GCT CT A A - - A T GT T A T A

GGT T GT T T A GT T T A GGT - A GA A T GA GA GT CT T GT A A A CT CA - - A GGGGCT A G - - A A GA A T T T

GT T T GT T T A GT T T A A GT - A GA A T GGGA GCT T T GT A A GT T CC - - A T GA GCT A A - - A A A T GA T A

GGT T GA T T A GT T T A A GT - A A A A T A GA A GCT T T GT A A GT T T A - - - A GA T CT A A - - T A A A A A A A

GGCT A A T T A GT T T A A GT - A A A A CGT A A A T T T T GT A A GT T T A - - - A A T T CT A A - - T A A GA T A A

T GT T GA T T A GT T T A A GT - A A A A CA T A A A CT T T GT A A GT T T A - - - A A T T CT A A - - A T A CT A A T

T GT T A A T T A GT T T A A GT - A A A A CA T A A A CT T T GT A A GT T T A - - - A A T T G - - - - - A T A A A GA A

GA T T A A T T A GT T T A A GT A GA A A CGT A A A T T T T GT A A A T T T A - - A A GT CCT A A - - GA A GGA T G

T A T A A GT T A GT T T A A GT - A A A A CA T A A A CT T T GT A A GT T T A - - - A A T T CT A T - - A A A GA T A A

GT T GA GT T A GT T T A A GT A A A A A CA T A A A T T T T GT A A A T T T A - - T A A T T CT A T - - T T A A A A A A

GT T A A GT T A GT T T A A GT A A A A A CA T A A A T T T T GT A A A T T T A - - A GA T T CT A T - - T T A A A A A G

A T T A A GT T A GT T T A A GT A A A A A CA T A A A T T T T GT A A A T T T A - - A A A T T CT A A - - A A A A T A A A

GT T T A GT T A GT T T A A GT A A A A A CA T A A A T T T T GT A A A T T T A - - A A A T T CT A T - - T A A A A T GA

T T CT GA T T A GT T T A A GT A A A A A CA T T A A T T T T GT A A A T T A A - - - A A A T CT A T - - T T T T GT T T

Consensus

Occupancy

GGT T A A T T AGT T T A AGT A A A A A CA T A A A T T T T GT A AGT T T A AG A A A + T CT A A T A A A A A A T A A

AA arm DHU arm Anticodon arm AA armtrnT
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp



Araneidae_Trichonephila clavata

DHU arm  TψC arm

A A CT T T A A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A A A A - A T CT A - - - - A CA A A T T CA A GC

A GT A A T T A A GCT T T - - - - - A GC - T T T CA CT T A CA CT GA A A A GA T GGA A A T T - T T GT T A A A A A A A T

GA T T T T A A A GCT A T - - A T A A GCA T T T CA CT T A CA CT GA A A A GA CA GA A A - - - - T A CCA A A CA T T T

A A CT T T A A A GCT T T - - A T A A GCA A T T CA T T T A CA CT GA A A A GA T GA GA - - - - T A A A T T A A A A T T T

A A CT T T A A A GCT T T - - T T A A GCA T T T CA CT T A CA CT GA A A A GA T A GA A A - - - T A GT T T A A T T T A A

A A CT T T A A A GCT A T A - T T CA GCA T T T CA CT T A CA CT GA A A A GA T A GA A A - - - T A GCT T A T T CCT A

A A CT T T A A A GCT A T - - A T T A GCA T T T CA CT T A CA CT GA A A A GA T A GA A A - - - CA A CT CA A T T T A A

A A T T T T A A A GCT T T - - - T T A GCA T T T CA CT T A CA CT GA A A GGA CC - - - - - - - T T A T T T A A CT T A A

A A CT T T A A A GCT T T - - T T A A GCA T T T CA CT T A CA CT GA A A A GA T A A GA A - T T T A A CT T T T T T T A T

A T T A T A A A A GCT T T - - - T A A GCA CT T CA CT T A CA CT GGA GA GA T G - - - - - - A T T A A T A A A A CT CA

A A CT T T A A A GCT T T - - A T A A GCA T T T CA CT T A CA CT GA A A A GA T GA T T A - - - T CA GA A A A A T A A A

A A CT T T A A A GCT T T - - - A T A GCA T T T CA CT T A CA CT GA A A A GA T G - A A A - - - - T A T T T CA A A A T A

A A CT T T A A A GCT A A - - - T T A GCA T T T CA CT T A CA CT GA A A A GA T A GA A A - - - A A A T T A T T A T T A A

A A CT T T A A A GCT A T - - - T T A GCA T T T CA CT T A CA CT GA A A A GA T A A A A A - - - - CA T CT T T A T A A A

A A CT T T A A A GCT A A - - - T T A GCA T T T CA CT T A CA CT GA A A A GA T A A A A A - - - - - A T T T T A CT T A A

A A CT T T A A A GCT A T - - - T T A GCA T T T CA CT T A CA CT GA A A A GA T A GA A A - - - - T A T CT A A GT A A A

A A CT T T A A A GCT A - - - T T T A GCGT T T CA CT T A CA CT GA A A A GA CA GA A A A A - - - T T T T T A A GA A A

A A CT T T A A A GCT A - - - A T T A GCA T T T CA T T T A CA CT GA A A A GA A A A A T T T A - - - T T T T A A CCT A T

A A CA A A A A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A A A A - T T CA T A A - - T A A GT A T T T T A T

A T CT T A A A A GCT T - - - T A T A GCA T T T CA T T T A CA CT GA A A A T A A A T C - - - - - - T T A A A A T T A A A A

A A CT A A A A A GT A CA - - T CT A - CA T T T CA CT T A CA CT GA A A T - A - T T CCT A A - - T T T A T T T T T CT A

T T T CT A A A A GCCCT - - - - T A GCT T T T CA T T T A CA CT GA A A CT A - A T CT CA A T T CT A T A A A T A A T T

A T CT T T A A A GCT - - - - T A A A GCT T T T CA CT T A CA CT GA A A A A A - A T CT A A C - - T T A A T A A CA A T T

CT CT T T A A A GCT - - - - T A CA GCCT T T CA CT T A CA CT GA A A A A A - A T CT T T T - - A A A A A CT T CA CC

A A CA A T T A A GCT A T - - T T A A GCA T T T CA T T T A CA CA GA A A A A A - CCCCT A C - - A T A A A GCCA GT T

A A T A T T A A A GCT T - - - T A A A GCT T T T CA CT T A CA CT GA A A A A A - A T CT GA T - - T T A A T A T A A A T A

A A CA A T A A A GCT - - - - T A A A GCT T T T CA CT T A CA CT GA A A A A - - A T T CA A C - - CCT A CCT T A A T A

A A CT T T A A A GCT T T - - T A CA GCA T T T CA T T T A CA CT GA A A A GA A GA T T T CC - - T T A A CT CT A A T T

A A CT A A A A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A T CA - A T CT A T - - - A T A A T T T T T CT T

A A CT A A A A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A T CA - A T CT T C - - - A T A A T A CCT T T T

T T T T A A A A A GCT T T - - - - A A GCA T T T CA T T T A CA CT GA A A A A - - A T CT G - - - - A CT A T T T T A T CT

A A A T A A T A A GCT - - - - GA A A GCA T T T T A CT T A CA CT A A A A A - - - A T CT CT T - - A A T T T A A T T CT A

T A GA A T A GA GCT A T - - - - T A GCA T CT T A CT T A CA T T A A GA A A A - T CCT T T A - - A A GGT A T T CT A T

T A GA GT A GA GCT A A A - T T T A GT T T CT T A T T T A CA T T A A GA A GG - - - - - - - - - GT T A T T A CT CT A T

T A GA A T A A A GT T A A A - T A T A A CA T CT T A T T T A CA T T A A GA A A A - T CCT T - - - - T GGGT A T T CT A T

A T CA A A T A A A CT T T - - T A T A GT A T T T CA CT T A CA CT GA A A A T A - A T CT CT A - - A GA A T A A CA A T T

A T T A T A T A A A CT T T - - T A T A GT A T T T CA T T T A CA CT GA A A A T A - A T CT T A T - - A A A T T T A T A A T T

A T CA A A T A A A CT T T - - T A T A GT A T T T CA T T T A CA CT GA A A A T A - A T CT T T T - - A T A A T A A A T T T A

A T CA A A T A A A CT T T - - T A T A GT A T T T CA T T T A CA CT GA A A A A A - A T CT A T A - - A T A A T A A A T T A C

A T CA A A T A A A CT T T - - T A T A GT A T T T CA CT T A CA CT GA A A A T A - A T CT T T T - - A T A A CT T CCA T T

A GA A A A T A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A A T A - A CCA A A T - - A T A T T T T T T T T T

A GA A T A A A A GCT T - - - T A T A GCA T T T CA CT T A CA CT GA A A A T A - A CT A A A C - - A T A A T A A T T A T A

T A GT T CT A A GCT A T - - - - T A GT A T T T CA CT T A CA CT GA A A A GA - T T T CA T T - - T A CCT CT T T A T T

A T CT A A T A A GCT T - - - T T A A GCA T T T CA CT T A CA CT GA A A A GA - - - CT CA A - - GT A A A T T A CA A T

A T T A A T T T A GCT T CA - A A T A GCA T T T CA T T T A CA CT GA A A A GA A G - - - - - - - A A AA T T TT AA C T

A A CT A A T A A GCT T T - - T A T A GCA CT T CA CT T A CA CT GA A A T GA - A T CT T T A - - A A GA T A T T T CCA

A A CT T A T A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A A T A - A T CT - - - - - A A A A T T T T T A A T

A A CT A A T A A GCT T - - - A A T A GCA T T T CA CCT A CA CT GA A A A GA - A T CT - - - - - A A A A A GT A T A GT

A T CA A T A T A GT T T T - - A T T A A CGA T T CA CT T A CA CT GA A A A - A - A T CT CA T - - A A A T CA CA T CT T

A T CA A T A T A GT T T A - - A T A A A CA A T T CA T T T A CA CT GA A A A A - - A T CT CA C - - A A A A T CA T T T T A

A CT CT A A A A GCT T - - - A CT A GCA A CT CA CT T A CA CT GA GT A G - - A T CT CA A - T A A A T T T A A GT CT

A CT CT A A A A GCT T - - - A CT A GCA A CT CA CT T A CA CT GA GT A G - - A CCT CA A - T A A A T T T A A A CT T

A A CT T A T A A GCT T T - - T A T A GCA T T T CA T T T A CA CT GA A A T CA - A T CT A T T - - A A GA T A T GA A A A

A A T T T A T A A GCT T T - - T A T A GCA CT T CA CT T A CA CT GA A A T CA - A T CT T T C - - A A A A A A A A A T CA

A T CA A A A A A GCT T T - - T A T A GCGT T T CA CT T A CA CT GA A A A A A - T T CT A CT - - A A A A T A T GT A A T

A T A A A A T A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A T T A - A T CT A T A - - A T A A T A T T A A A A

A A T A T A T A A GCT T A - - - - - T GCA T T T CA CT T A CA CT GA A A GA A - A T CT A T T - - A A T A T A A T A T A A

A T CA A T T A A GCT T A A - T A T A GCA T T T CA CT T A CA CT GA A A A T A - A T CT CA A - - A T A A T A T T A A T A

A T CA A T CA A GCT T A T - T A T A GCGT T T CA CT T A CA CT GA A A A A A - A T CT CA A - - T T A A T T CT A A T T

T T CA A A CA A GCT T T - - T A T A GCGT T T CA CT T A CA CT GA A A A A A - A T CT T T A - - A T A A A A A T CA A T

A CT A A A T A A GCT T A - - T A T A GCA T T T CA CT T A CA CT GA A A A A A - A T CT CA - - - T A A A T A T T A A T T

A GCA A A T A A GCT T A - - T A T A GCGT T T CA CT T A CA CT GA A GA A A - A T CT A A - - - A T CA T A T T A A T A

GA T A A T CA A GCT T T - - A A T A GCA T T T CA CT T A CA CT GA A A A T A - A T CT T T A - - T A T A A T T T T A T T

A T CT A A A A A GCT T - - - T A T A GCA T T T CA CT T A CA CT GA A A A T A - A T CT T CT - - A T A A A A T T A T T T

CT T A T T CA A GCT - - - - A CA A GCCA T T CA T T T A CA CT GA A A A GA T A CCCT A - - - T T GT A CA CCA A T

GT A A CT T T A GT T T A T A T A A GA CA CT T CA CT T A CA CT GA A A T CA - A A CT A - - - - A A A A T GA A A A T T

A A T T A A T A A GCT T T - - T A T A GCA T T T CA CT T A CA CT GA A A A T A - A T CT A - - - - A T A A A T T T A A CT

A T CT T A A A A GCT T A A - - - T A GCA A T T CA T T T A CA CT GA A A A GA T T A A T T T - - - A A A CT T A A A CA T

A T A T A T A T A T A T A T A - - - T A CCT T A T A T A A T A CT A A T T T T T A A T A A T T A - - - - T GA A A A A T A A T T

T T CT T T T T A GGA T A A - - T T A T T A A T A A T T A T A CA A A T A A A T GT CCCCCT - - - A A T A A A A A T A T T T

A A GGA A A A A GCT A T - - - - T A GCA A T T CA CT T A CA CT GA A A A GT - A T C - - - - - - A A A CT T T CT A T T

A A CT T T A A A GCT T T - - A A T A GCA A T T CA T T T A CA CT GA A A A GA - - - - T A GA - - CA A A A A T T T A CA

A T T T T T T T GGCT A CT CGA GGGCCCGT T A T T T A CT T T A A A A A - - - A T T T GT T - - GGA A T CA A CA A A

A A T CT A T A A GCT T T - - T A CA GCA T T T T A T T T A CA CT A A A A T CA - A T CA A - - - - CT A A T T T A A A T T

A A T T A A T A A GCT T T - - T A T A GCA T T T T A CT T A CA CT A A A A T CA - A T CT A A A - - A A A T T T T T A A CT

A GT A T A T A A GCT T T - - T A T A GCA T T T T A T T T A CA CT A A A A T CA - A T CT A - - - - A A CA T T T T T A T A

A A T A A T A A A GCT T A A CT A A A GCA T T T CA CT T A CA CT GA A A A A A T A T CT A A - - - A T A A A A CT A A T A

Consensus

Occupancy

A A CT T T A A AG CT T T A CT A T AGCA T T T CA CT T A CA CTG A A A AGA T A T CT A A A T T A A A A T A T T A A T T

trnV
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm Anticodon arm AA arm

T



Araneidae_Trichonephila clavata

 TψC arm

A GA A T A A T A A GA T A A - T A A T T CT A T T A GCT T T CA A GGT T A A A A GT GT A - - - - - - - - A T CT T A T A

GGT A A A T T A GGA T A T - A A A T T CT A T T A GT T T T CA A GGCT A GA GGA GCT - - - - - - - - A A A T T CA A

A GT A A A T T A GGA T A T - A A A T T CT A T T A GT T T T CA A GGCT A GA GGA GCT - - - - - - - - A A A T T CA A

A GA A T A T T A A GA T A T - A CA T T CT A T T A GT T T T CA A A A CT A A A A GA GCT - - - - - - - - A A A T T CA A

A A GT T A T T A GGA T A T - A A A T T CT A T T A GT T T T CA A A GCT A A A GGA GCT - - - - - - - - A T T T T CA A

A GA A T A T T A GGA T A T - A A A T T CT GT T A GT T T T CA A GGCT A A A T GA GCT - - - - - - - - A A T T T CA A

A GGT T A T T A GGA T A T - A A A T T CT A T T A GT T T T CA A GGCT A A A T GA GCT - - - - - - - - A A T T T CA A

A A A A T A T T A GGA T A T - A A A T T CT GT T A GT T T T CA A A GCT A A A T GA GCT - - - - - - - - A A T T CT A A

A A T A T A T T A GGA T A T - A A A T T CT A T T A GT T T T CA A A GCT A A A T GA GCT - - - - - - - - A T T T CT A A

A A A A T A T T A A GA T A T - A A A T T CT GCT A GT T T T CA A GGCT A GA A GA GCT - - - - - - - - A A A A T T CA

A T A T T A A GA A A A A A T - A A A T T CT GT T A GT T T T CA A A A CT A A A A GT GCT - - - - - - - - A A T A T T CA

A A T A T A T T A A GA T A T - A A A T T CT GT T A GT T T T CA A A A CT A A A A GA GCT - - - - - - - - A T A T T CA A

A GA A T A T T A A GA T A T - A A A T T CT GT T A GT T T T CA A GGCT A A A A GA GCT - - - - - - - - A A T T T CA A

A GA A T A T T A A GA T A T - A A A T T CT GT T A GT T T T CA A GGCT A A A A GA GCT - - - - - - - - A A T T T CT G

A A A A T A T T GA GA T A T - A A A T T CT GT T A GT T T T CA A GGCT A A A A GA GCT - - - - - - - - A A T T T CA A

A GA A T A T T A A GA T A T - A A A T T CT GT T A GT T T T CA A GGCT A A A A GA GCT - - - - - - - - A A T T T CA G

A GA A T A T T A A GA T A T - A A A T T CT GT T A GT T T T CA A GGCT A A A A GA GCT - - - - - - - - A A T T T CA A

T GA A T A T T A A GA T A T - A A A T T CT GT T A GT T T T CA A GGCT A A A A GA GCT - - - - - - - - A A T T T CA A

A A A A A T A A A GGA T - - - T T GGT CT GT T A GCT T T CA A GGT T A A A GGT GT T - - - - - - - - A CT T A T A T

A GA A T A T T A A GA T A A - GA A T T CT A T T A GCT T T CA A GGT T A A GA GT GGT - - - - - - - - T GT A T A A A

A A A GGA GA A A GA T T - - T A GA T CT A A T A GT T T T CA A GGCT GGA T A A GGG - - - - - - - - T A A T GA A G

A CT T T T T T A A GA A A - - A T A T T CT A T T A A T T T T CA A GGT T A A A A GT GCT - - - - - - - - T A T A A A GA

A A T A A T T T A A GA A A - - A T A T T CT GT T A A T T T T CA A A GT T A A A A GT GCT - - - - - - - - A A A A A GA T

A T T GT T T T A A GA A A - - GT A T T CT GT T A A T T T T CA A A GT T A A A A GT GT T - - - - - - - - GA A A A GA T

A GT GT T T T A A GA A A - - GT A T T CT GT T A A T T T T CA A A A T T A A A A GT GT T - - - - - - - - A A A A A GA T

A A T A GT T T A A GA A C - - GT A T T CT GT T A A T T T T CA A A GT T A A A A GT GT T - - - - - - - - T T A T A A A G

A GT A A T A T A A GA A T - - A A T T T CT A T T A A T T T T CA A A A T T A A A A GT GT T - - - - - - - - A A A A A GA T

A GA A T A GT A A GA A A A GT GA T T CT A T T A A CT T T CA A GGT T A A A A T T GGT - - - - - - - - A A GCT A A A

A T T A A A T T A A GA T A A - A A A T T CT A T T A GCT T T CA A A GT T A A A A GT T CT - - - - - - - - T A T A T GA A

A T T A A A T T A A GA T A A - A A A T T CT A T T A GCT T T CA A A GT T A A A A GT T CT - - - - - - - - T A T A T GA A

T T T A A A GT A GGA T A A - GT A T T CT A T T A GCT T T CA A A GT T A A A GGT GA G - - - - - - - - A A A T A T GA

A T A A T A T T A GGA T A - - T T A GT CT A T T GA T T T T CA A A GT CA A A T GA A GT - - - - - - - - T A T CT A A T

A A GA T T T T A A GT T A A T T T A A A CT A GA GA CCT T CA A A GCCT CA A A T T A T - - - - - - - - A A GT CT T A

A A GA T T T T A A GT T A A A T T A A A CT A GT A GCCT T CA A A GCT T CA A A T CA A - - - - - - - - CA A T CT T A

A A GA T T T T A A GT T A A A T T A A A CT A GA A GCCT T CA A A GCT T CA A A T T A T - - - - - - - - A A A T CT T A

GT T T A T T T A A GA T A T - - - A GT CT A T T A GCT T T CA A GGT T A A A A GT GT T - - - - - - - - A A T CT A A T

A A T T T GT T A A GA T A A - T A A T T CT A T T A A CT T T CA A GGT T A A A A A T GT T - - - - - - - - A A T CT A A T

A GT T T A T T A A GA T A A GA A A T T CT A T T A A CT T T CA A GGT T A A A A GT GT - - - - - - - - - A A T CT A A T

A GT T T A T T A A GA T A A - T A A T T CT A T T A GCT T T CA A A GT T A A A GGT GT A - - - - - - - - A A T CT A A T

A GT T T A T T A A GA T A A - T A A T T CT A T T A GCT T T CA A GGT T A A A A GT GT A - - - - - - - - T A T T T A A A

A T A T A A A T A A GA T A - - A T GT T CT GT T A GCT T T CA A A GT T A A A A GT GCT CT - - - - - - A A T GT GA A

A T A T T A A T A A GA T A - - A T GT T CT GT T A A CT T T CA A GGT T A A A A GT GCT CT - - - - - - A A T GT GA A

T A T T GA GT A A GA T A T - A T A A T CT A T A A GCT T T CA A GGT T T GT A A A GG - - - - - - - - - A A CGGGGA

A GT A T A T T A A GA T A A - A T A T T CT GT T A GT T T T CA A GGCT A A A A GT A CT - - - - - - - - A A T A T CT A

T A T T A A T T A A GA T A A - A T A T T CT A T T A GT T T T CA A GA CT A A A A GT T CT - - - - - - - - A A A T T CT T

A GGA A A GT A A GA T A T - - - GGT CT A T T A A T T T T CA A GGT T A A A A GT GT A - - - - - - - - T A CT A A T A

A A GT A T A T A A GA T A - - T GGT T CT A T T A A T T T T CA A A GT T A A A A GT GT G - - - - - - - - A A T CT T A T

A T A A T A T T A A GA T A A - T T A T T CT A T T A GT T T T CA A A A CT A A A A A T A C - - - - - - - - - A A T CT A A T

A A T T T A A T A GGA T A A T T T A GT CT CT CA GT T T T CA A A A T T GA A T GT GG - A A T A A A A GA A T T T A CA

A T GA A A A T A GGA T A A T T T A GT CT T T T A GT CT T CA A A A T T A A T GGT GGA A A T A A A A GA A T T T A CA

A GA GGGGT A GGA T - A T CT A GT CT A A T A A CCT T CA A A GT T A T A GGT G - - - - T A T A A GA A T T T A CA

A GA GGGA T A GGA T - A T CT A GT CT A A T A A CCT T CA A A GT T A T A GGT G - - - - T A T A A GA A T T T A CA

GT GA T A T T A A GA T A A - A A A T T CT GT T A A CT T T CA A GGT T A A A A GT GCT - - - - - - - - T T T T A T A T

A GA A T A T T A A GA T A A - A A A T T CT A T T A A CT T T CA A GGT T A A A A A T A CT - - - - - - - - GT A CA A A T

A T A A T A T T A A GA T A T - A A GT T CT GT T A GCCT T CA A A GCT GA A A GT GT A - - - - - - - - A T CT T A T G

A T A A T A T T A A GA T A A - T A A T T CT A T T A A CCT T CA A A GT T A A A A A T T CT - - - - - - - - A T CT T A T G

T A T A A T GT A A GA T A A - T A A T T CT A T T A A CCT T CA A A GT T A A A A A T GT A - - - - - - - - A T CT A A T G

GA A A T A T T A GGA T A A - A T A T T CT A T T A GCCT T CA A A GT T A A A GA T - CT - - - - - - - - A T CT T A T G

A GA A T A T T A A GA T A A - T A A T T CT A T T A GCCT T CA A A GT T A A A A GT T CT - - - - - - - - A T CT A A T G

A GGA T A T T A A GA T A A - T A A T T CT A T T A GCCT T CA A A GT T A A A A GT A CT - - - - - - - - A T CT A A T G

A T A A T A T T A A GA T A A - A A A T T CT GT T A A CCT T CA A A GT T A A A A GT T C - - - - - - - - - A T CT T A T G

A GA A T A T T A A GA T A A - T A A T T CT A T T A A CCT T CA A A GT T A A A A GT T CT - - - - - - - - A T CA A A T G

A A A A T A T T A A GA T A A - T A A T T CT A T T A A CCT T CA A A GT T A A A A GT T CT - - - - - - - - A T CT A A T G

A A GA T A T T A A GA T A T - T T A T T CT GT T A GCT T T CA A GGT T A A A A GT GC - - - - - - - - - A T CT A A T A

A GT T GA T CA GGA T T - - CA GGT CT GT T A A T T T T CA A GGT T A A A GGA GCT A T - - - - - GA A A A T T T A

A GA T GT T T A GGA T A - - A T A A T CT T T T A A T T T T CA A GGT T A A GGA A GCT G - - - - - - - A A T A T T T A

A GA A T A T T A A GA T A T - A A A T T CT A T T A GCT T T CA A GGT T A A A A GT GT T - - - - - - - - A A A T CT T A

A GA GT A T T A A GA T A A - T GA T T CT GT T A A T T T T CA A GA T T A A A A GT GCT - - - - - - - - A T CT A A A A

A GA T A T A T A GGA T A A - - - A GT CT GT T A GT T T T CA A GA T T A A A GGT GT A - - - - - - - - T A T A A T T A

A A A A A T A T A GGA T A - - - T A GT CT GT T A A T T T T CA A GA T T A A A GGA GT A - - - - - - - - A T A A T A T A

A GA A A A GT A A GA T A A - T A A T T CT A T T A A CT T T CA A GGT T A A A A GT GGA - - - - - - - - A A A T A A A G

A GA A T A T T A A GA T A A - T CA T T CT A T T A GCT T T CA A GGT T A A A A GT T CT - - - - - - - - A T A CT GA A

A GT A A A GT A A GA T A T - - T A A T CT A T T A A CCT T CA A A GT T GA A A A T GT - - - - - - - - - A A GA T T A A

A GT A A A GT A A GA T A - - T T A A T CT A T T A A CCT T CA A A GT T T A A A A T GA A - - - - - - - - T T GA T T A A

A T T A A A GT A A GA T A - - A T A A T CT A T T A A CCT T CA A A GT T GGA A A T GT A - - - - - - - - A T T A T T A A

A GT A A A GT A A GA T A - - - T A A T CT A T T A A CCT T CA A A GT T GA A A A T GT A - - - - - - - - T A A A T T T G

A T A A T A T T A A GA T A T - T T A T T CT A T T A GCT T T CA A A GT T A A A A A T GCT - - - - - - - - T A CT T A T A

Consensus

Occupancy

AG A A T A T T A AG A T A A T A A A T T CT A T T AG CT T T CA A AG T T A A A AG TG CT A T T A + A AG A A T T T A A A

trnW
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm DHU arm Anticodon arm AA arm



Araneidae_Trichonephila clavata

 TψC arm

A T T T A A GA A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T A A GA - - - - T T A CA CT T T T A A CC

T CT A A A GA A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T T GA A - T T T A GCT CCT CT A GCC

T CT A A A GA A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T T GA A - T T T A GCT CCT CT A GCC

T CT T A A GA A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T T GA A - T T T A GCT CT T T T A GT T

T CT T A A GA A A T CA T T - - - - - - A GA T GGT GA GCT GT A A A CT CA CA T T T GA A - A A T A GCT CCT T T A GCT

T CT T A A GA A A T CA T T - - - - - - A GA T GGT GA GCT GT A A A CT CA T A T T T GA A - A T T A GCT CA T T T A GCC

T CT T A A GA A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T T GA A - A T T A GCT CA T T T A GCC

A T T A A T GA A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T A GA - - A T T A GCT CA T T T A GCT

A T T T A T GA A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T A GA - - A A T A GCT CA T T T A GCT

A T T T T A GA A A T CA T T - - - - - - A GA T GA T GGA CT GT A A A T CCA T A T T T GA A T T T T A GCT CT T CT A GCC

T CT T T A A A A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T T GA A T A T T A GCA CT T T T A GT T

T CT T T A GA A A T CA T A - - - - - - A GA T GGT GA GCT GT A A A CT CA CA T T T GA A - T A T A GCT CT T T T A GT T

T CT T A A GA A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T T T T T GA A - A T T A GCT CT T T T A GCC

T CT T A A GA A A T CA A T - - - - - - A GA T GA T GA A CT GT A A A T T CA T T CCA GA A - A T T A GCT CT T T T A GCC

T CT T A A GA A A T CA T T - - - - - - A GA T GA T GA A T T GT A A A T T CA T A T T T GA A - A T T A GCT CT T T T A GCC

T CT T A A GA A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T T CCT GA A - A T T A GCT CT T T T A GCC

T CT T A A GA A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T T T T T GA A - A T T A GCT CT T T T A GCC

T CT T A A GA A A T CA T T - - - - - - A GA T GA T GA GCT GT A A A CT CA T A T T T GA A - A T T A GCT CT T T T A GCC

A A T A A T A A A A T CA T A - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T A A G - - - - - T A A CA CCT T T A A CC

A A T T A A A A A A T CA T T - - - - - - A GA T GGT GA A CT GT A A A T T CA CA T T T T A T - A CA A CCA CT CT T A A CC

T CCT T A A T A A T CT A A T - - - - - - GA T GGT A GA CT GT A A A T CT T CA T T - - - - - - - - - - - A CCCT T A T CC

A CT A A T A A A A T CT T - - - - - - - A GA T GA A A GA CT GT A A A T CT T T A T A A G - - - - - - - - CA CT T T T A A CC

T T CT A T A A A A T CT T - - - - - - - T GA T GA A A GA CT GT A A A T CT T T - - - - - - - - - T T A GCA CT T T T A A CT

T CT T A CT A A A T CT T - - - - - - - A GA T GA A A GA CT GT A A A T CT T T - - - - - - - - - T CA A CA CT T T T A A CT

T CT GA A T A A A T CT A T - - - - - - T GA T GA A A GA CT GT A A A T CT T T - - - - - - - - - T T A A CA CT T T T A A T T

T CT A CT T A A A T CT T - - - - - - - T GA T GA A A GA CT GT A A A T CT T T A T A A A A - - - - - - - CA CT T T T A A CT

T CT A T T T A A A T CT T - - - - - - - T GA T GA A A GA CT GT A A A T CT T T - - - - - - - - - T T A A CA CT T T T A A T T

A CT T A A GA A A T CA A T T T A - - - T GA T GA T GA A CT GT A A A T T CA T T T T A GC - - - T T A CCA A T T T T A A CC

A A T T A A GA A A T CT T T - - - - - - T GA T GA T GA A T T GT A A A T T CA T A T A A GA - - - - - - - - A CT T T T A A CT

A A CT A A GA A A T CT T T A A - - - - T GA T GA T GA A T T GT A A A T T CA T A T A A GA - - - - - - - - A CT T T T A A CT

A GT T A T A A A A T CA T T - - - - - - T GA T GA T GA A CT GT A A A T T CA T A T T - - - - - - - T CT CA CCT T T A A CT

A A T T T A T A A A T CA A T T - - - - - - GA T GA T GA A CT GT A A A T T CA T A T T A GA - - - - T A A CT T CA T T T GA C

A GT A A GGA A GT CA T T - - - - - - - GGCGT T A GA T T GT A A A T CT T T GGA T GA - - A GA A A T T CT CT T A CT A

A A T A GGA A T GT A A A - - - - - - - - T A CGGT A GA T T GT A A A T CT A T A A CA GA - - - CT T A GT CT CCT A T T A

A GT A GGA A T GT A A T - - - - - - - A T A CGGT A GA T T GT A A A T CT A T A A T GGA - - CT T T A GT CT T CT A CT A

A A CT A A T A A A T CA T A - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T T A GA - - - T T A A CA CT T T T A A CC

A A T T A A T A A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T T A GA - - - T T A A CA T T T T T A A CC

A A T T A A GA A A T CA T T A - - - - - T GA T GA T GA A CT GT A A A T T CA T A T T A GA - - - - T T A CA CT T T T A A CC

A A T T A A GA A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T T A GA - - - T T T A CA CCT T T A A CT

A A T T A A GA A A T CA T A - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T A A GA - - - T A A A A T A T T T T A A A T

T T A A T A A A A A T CA A A T - - - - - - GA T GGT GA A CT GT A A A T T CA CA T T A GA - - - - - - GCA CT T T T A A CT

T T A A T A A A A A T CA T A - - - - - - T GA T GGT GA A T T GT A A A T T CA CA T T A GA - - - - - - GCA CT T T T A A CC

A CCCA CA A A A T CA T T - - - - - - A GA T GA A A A GCT GT A A A CT T T T - - - - - - - - - T CA A CT CT T CA A A CC

A A T T A A T A A A T CA A CT - - - - - T GA T GGT GA A CT GT A A A T T CA CA T T A GA T - A T T A GT A CT T T T A GCC

T A T T A A GA A A T CA T T - - - - - - A GA T GGT GA A CT GT A A A T T CA CA T A A GA A - T T T A GA A CT T T T A GT C

A A T T A A GA A A T CA T T - - - - - - - GA T GA T GA A CT GT A A A T T CA T A T T A GT - - - - A T A CA CT T T T A A CC

A A T A A T GA A A T CA T T - - - - - - - GA T GA T GA A CT GT A A A T T CA T A T A A GA - - - T T CA CA CT T T T A A CT

A A T T A A T A A A T CA T T A - - - - - A GA T GA T GA A CT GT A A A T T CA T A T T A GA - - - - T T GT A T T T T T A GT T

A A T CA A T T A A T CT A T T T T T CCA GA T GA A GA A CT GT A A A T T CT T T T A - - - - - - - T T CCA CA T T CA A T T

A A CT A A T T A A T CT T A CA - - - A A GA T GA A GA A CT GT A A A T T CT T T T - - - - - - A T T T CCA CCA T T A A T T

T CCCT A T CA A T CA T CG - - - - - A GA T A A A GA A CT GT A A A T T CT T A T - - - - - - - - - - A CA CCT A T A A CT

T CCCT A T CA A T CA T CG - - - - - A GA T A A A GA A CT GT A A A T T CT T A T - - - - - - - - - - A CA CCT A T A A CT

A A T T A T GA A A T CA T A - - - - - - A GA T GA T GA A T T GT A A A T T CA T A T T A GT - - - - A A A T A T A A A A A GCA

A A T T A T A A A A T CA T T - - - - - - A GA T GA T GA A T T GT A A A T T CA T A T T T GT A - - - CA GT A T T T T T A A CC

A A CT T A T A A A T CA T T - - - - - - CGA T GGA GA A CT GT A A A T T CT CA T A A GA - - - - T T A CA CT T T CA GCT

A A T T T A T A A A T CT T T A A - - - - T GA T GGT GA A CT GT A A A T T CA CA T A A GA - - - - T A GA A T T T T T A A CT

A A CT A A T A A A T CA A A T - - - - - - GA T GGT GA A CT GT A A A T T CA CA T T A GA - - - - T T A CA T T T T T A A CT

A A CT T A A A A A T CA T T - - - - - - A GA T GGT A GA CT GT A A A T CT A CA T A A GA - - - - - T A GA T CT T T A A CT

A A CT T A T A A A T CA A T T T - - - - A GA T GGT GA A CT GT A A A T T CA CA T T A GA - - - - T A GA A CT T T T A A CT

GA T T A A A A A A T CA T T - - - - - - A GA T GGT GA A CT GT A A A T T CA CA T T A GA - - - - T A GT A CT T T T A A CT

A A CT A A T A A A T CA T T T - - - - - A GA T GGT GA A CT GT A A A T T CA CA T A A GA - - - - - T GA A CT T T T A A CT

A A CT T A T A A A T CA T A A - - - - - T GA T GGT GA A CT GT A A A T T CA CA T T T GA - - - - T A GA A CT T T T A A CT

A A CT A A T A A A T CA A T A T - - - - T GA T GGT GA A CT GT A A A T T CA CA T T A GA - - - - T A GA A CT T T T A A CT

A A T T A A T A A A T CA T T - - - - - - A GA T GGT GA GCT GT A A A CT CA T A T T A GA - - - - - T GCA CT T T T A A CC

CT CT A A A T A A T CT A A A T - - - - A GA T GGA A A A T T GT A A A T T T T CA T - - - - - - - - - A GCT CCT T T A A CC

T T A A T A T T A A T CT T T T T - - - - A GA T GGA A A A CT GT A A A T T T T CA T A A T C - - - - - - - CA T A A A T A T T C

A T T A A A GA A A T CA T A - - - - - - A GA T GGT GA A CT GT A A A T T CA CT T A A GA - - T T T A A CA CT T T T A A CC

T T T T A A GA A A T CA A T T A A - - - T GA T GA T GA A CT GT A A A T T CA T T T T A GA - - - - T A GCA CT T T T A A T C

A T T T T T GA A A T CA A T T A A - - - T GA T GA T GGA CT GT A A A T CCT T T T T A GA - - - - A T CT A - A A T T A A T A

A T T T A A GA A A T CA A T T T A - - - T GA T GA T GA A CT GT A A A T T CA T T T T A G - - - - - T T A T A T A A T T A A T C

A CT CA A A A A A T CA T A A - - - - - T GA T GGA A GGCT GT A A A CCT T T A T T - - - - - - - T T CCA CT T T T A A CC

A A T T A A GA A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T T T CA GT A - - - T A GA A CT T T T A A CC

A A CT A A T A A A T CA T A - - - - - - A GA T GA T GA A T T GT A A A T T CA T A T T A GA - - - T A T A T T A T A T T GGCA

A A CT A T T A A A T CA A T - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T A A GA - - - - - T A A T A T A T T GGCA

A A CA A A T A A A T CA T T T - - - - - A GA T GA T GA A CT GT A A A T T CA T A T T A GA - - - - T T A T A T A T A T A T A T

A A CT A T A A A A T CA T T - - - - - - A GA T GA T GA A CT GT A A A T T CA T A T T T GA - - A T T A A T A - T A T T GGCA

A T T T A A A A A A T CA T T A - - - - - A GA T GA T GA A CT GT A A A T T CA T A T A A GT - - - - A A GCA T T T T T A A CT

Consensus

Occupancy

A A T T A AGA A A T CA T T T T A T C+ A GA T GA TG A A CT GT A A A T T C A T A T T AGA A T A T T AGCA CT T T T A A CC

trnY
Agelenidae_Agelena silvatica

Araneidae_Araneus angulatus

Araneidae_Araneus ventricosus

Araneidae_Araniella displicata

Araneidae_Argiope amoena

Araneidae_Argiope bruennichi

Araneidae_Argiope perforata

Araneidae_Cyclosa argenteoalba

Araneidae_Cyclosa japonica

Araneidae_Cyrtarachne nagasakiensis

Araneidae_Cyrtophora moluccensis

Araneidae_Hypsosinga pygmaea

Araneidae_Neoscona adianta

Araneidae_Neoscona multiplicans

Araneidae_Neoscona nautica

Araneidae_Neoscona scylla

Araneidae_Neoscona theisi

Araneidae_Singa sp

Clubionidae_Clubiona sp

Cybaeidae_Argyroneta aquatica

Dipluridae_Phyxioschema suthepium

Dysderidae_Harpactocrates apennicola

Dysderidae_Parachtes ignavus

Dysderidae_Parachtes limbarae

Dysderidae_Parachtes riberai

Dysderidae_Parachtes romandiolae

Dysderidae_Parachtes teruelis

Eresidae_Stegodyphus lineatus

Gnaphosidae_Gnaphosa kompirensis

Gnaphosidae_Gnaphosa licenti

Hypochilidae_Hypochilus thorelli

Linyphiidae_Microlinyphia pusilla

Liphistiidae_Heptathela hangzhouensis

Liphistiidae_Liphistius erawan

Liphistiidae_Songthela sp

Lycosidae_Alopecosa cursor

Lycosidae_Lycosa sinensis

Lycosidae_Pardosa laura

Lycosidae_Pirata subpiraticus

Lycosidae_Wadicosa fidelis

Miturgidae_Cheiracanthium erraticum

Miturgidae_Cheiracanthium triviale

Nemesiidae_Calisoga longitarsis

Oecobiidae_Uroctea compactilis

Oxyopidae_Oxyopes sertatus

Oxyopidae_Peucetia latikae

Philodromidae_Philodromus cespitum

Pholcidae_Mesabolivar sp1

Pholcidae_Mesabolivar sp2

Pholcidae_Pholcus phalangioides

Pholcidae_Pholcus sp

Pisauridae_Dolomedes angustivirgatus

Pisauridae_Pisaura bicornis

Salticidae_Carrhotus xanthogramma

Salticidae_Cheliceroides longipalpis

Salticidae_Dendryphantes sp

Salticidae_Epeus alboguttatus

Salticidae_Evarcha sp

Salticidae_Habronattus oregonensis

Salticidae_Heliophanus lineiventris

Salticidae_Plexippus paykulli

Salticidae_Telamonia vlijmi

Selenopidae_Selenops bursarius

Sicariidae_Loxosceles rufescens

Sicariidae_Loxosceles similis

Sparassidae_Heteropoda venatoria

Tetragnathidae_Leucauge celebesiana

Tetragnathidae_Tetragnatha maxillosa

Tetragnathidae_Tetragnatha nitens

Theraphosidae_Ornithoctonus huwena

Theridiidae_Chrysso nordica

Thomisidae_Heriaeus melloteei

Thomisidae_Misumenops tricuspidata

Thomisidae_Oxytate striatipes

Thomisidae_Thomisus onustus

Titanoecidae_Titanoeca sp

AA arm DHU arm Anticodon arm AA arm


